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Whole genome microarray analysis

WAL ZAF of9-2~ F4E AF S agilent oligo
microarray chip (44K)S AF&3te] whole genome
TPl Ee &
4000B scanner (Axon Instruments, San Diego,
CA) & AF28}9 scan d9°oH image A&

GenePix v6.0 software AF&3l49] spot intensity®
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Figure 1. Mean survival days and thymic
lymphoma incidence.
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Table 1. Numbers of changed apoptosis
related gene in irradiated AKR/J mice. %2
fold up-regulated genes; *2 fold down-regulated
genes

HDR LDR
(0.8 Gy/min) (0.7 mGy/h)

Up 158(19)° 279(10)°

Down 244(35)° 123(3)°
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+ caspase cascade apoptosis pathway
= casp9, caspd FAA} ndd HYa,
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A7 138 H9 o™, caspase cascade apoptosis
pathwayol 389+ Casp9, Caspb, Casp73 Apafl
A7 Add E ik (Table 2).

Table 2. The fold increase in the
expression of apoptosis related gene in
the high— versus low-dose-rate irradiated
AKR/J mice.

Genes GenBank | g LDR
Acc No.
Dedd2 AK010701 0.9 2.2
Wwox AKO013927 0.0 1.5
Mbd4 AK020623 0.2 1.2
Birc2 NM_007465 2.0 1.2
Casp?2 NM_007610 0.5 1.0
Casp7 NM_007611 0.7 1.0
Gpx1 NM_008160 1.5 2.1
Apafl NM_009684 0.5 0.8
Cdb51 NM_009690 2.5 4.0
Caspl2 NM_009808 2.1 1.1
Casp3 NM_009810 0.9 1.3
Caspb NM_009811 0.8 1.4
Ltbr NM_010736 0.8 2.2
Myc NM_010849 0.7 1.3
Casp9 NM_015733 0.9 1.1
Cul7 NM_025611 3.0 0.2
Ptdsr NM_033398 0.6 2.5
E2f2 NM_177733 0.4 0.9
Elmo2 NM_207705 0.3 1.3
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