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Changes in the microbial community of substrate and fruit body

of Pleurotus ostreatus

Tae-Min Park', Dong-Ryeol Yoo', Tae-Seok Oh', Youn-Jin Park’, and Myoung-Jun Jang"*

Department of Plant Resources, Kongju National University, Yesan 32439, Korea
’Kongju National University Legumes Green Manure Resource Center, Yesan 32439, Korea

ABSTRACT: In this study, we investigated the microbial community of oyster mushrooms at different growth stages at the species
level. Gram-positive bacteria were predominant in the presterilized medium. On the other hand, Gram-negative bacteria were
predominant in the culture-completed medium, post-harvest medium, and fruiting bodies. In addition, Pseudomonas tolaasii,
which is known to cause disease in mushrooms, was confirmed in the cultured medium, post-harvest medium, and fruiting
bodies, and it was determined that the mycelium culture stage was contaminated, and the reason why no disease occurred was
Sphingobacterium psychroaquaticum. It was confirmed that this was because the growth of Pseudomonas tolaasii was suppressed
by producing a component called tolacin. As a result of confirming the diversity of microorganisms, it was confirmed that the pre-
sterilization medium contains a variety of microorganisms compared to other growth stages, and the diversity decreases in the
order of culture completion medium, fruiting body, and post-harvest medium. showed a trend. As a result of microbial similarity
analysis, it was confirmed that the cultured medium and the post-harvest medium showed similar microbial communities, and in
the case of fruiting bodies, there were some similarities but overall differences.
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Fig. 1. Microbial community classification chart by growth stage with cut-off 0.5%
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Fig. 2. Alpha diversity by mushroom growth stage. A, chaol; B, shannon; C, simpson
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Fig. 3. Changes in species richness by mushroom cultivation stage evaluated using rarefaction curves
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