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In August 2021, water-soaking symptoms of bacterial spot disease were observed on castor bean in a field in
Gangseo District, Busan. Bacteria isolated from the lesion when cultured on tryptic soy agar appeared to be
nonmucoid and pale green. To confirm whether the isolates were the causative agent of the spot disease,
they were inoculated onto healthy castor bean plants. The same symptoms were observed on the inoculated
tissue, and the bacteria were reisolated from the lesion. Furthermore, the isolates were consistent with the
biochemical and physiological features of Pseudomonas capsici. Sequencing analysis using 16S rRNA and
housekeeping genes (gyrB, rpoD) showed that the isolates shared a high sequence similarity with P. capsici.
These results confirmed that the strains belonged to P. capsici. To our knowledge, this is the first report of bac-
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Fig. 1. Symptoms of bacterial spot disease on the leaves of castor bean in afield in Gangseo District, Busan (A, B). Pathogenicity of inoculates
(YKB15539, YKB15540) on the leaves (C) and stem (D) of healthy castor bean. Colonies resulting from culture of samples from the lesions of
on tryptic soy agar (E). Morphological characteristics of the castor bean isolates (F).
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Table 1. Distinguishing phenotypic characteristics between the
isolated strains and representative strains of closely related
Pseudomonas species

Table 2. Biochemical profiling of isolated strains and other se-
lected assimilation profiles in comparison to representative
strains of closely related Pseudomonas species

Characteristic 1° 2 3 4 5

Characteristic 1° 2 3 4 5

N-acetyl-glucosamine - - - -

Adipic acid - - - - _
L-arabinose + + + + +
Capric acid + + + + -
D-glucose + + + + +
Malic acid + + + + -
D-maltose - - - - -
D-mannitol + + + + +
D-mannose + + + + +
Phenylacetic acid - - - - _
Potassium gluconate + + + + +
Trisodium citrate + + + + +

®1, YKB15539 (in this study); 2, YKB15540 (in this study); 3, Pseu-
domonas capsici Pc19-1" (Zhao et al., 2021); 4, Pseudomonas
cichorii CFBP2101" (Trantas et al., 2013); and 5, Pseudomonas
viridiflava PV274 (Sarris et al., 2012).

b+, positive reaction; -, negative reaction.
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(bioMérieux)2} GEN Il MicroPlate (Biolog, Hayward, CA, USA)
£ olgatgon], AR A P e Az DY L B

> ol

S b
Levan formation . - - _ _

Oxidase + + + + -
Potato rot + + + - +
Arginine dihydrolase - - - - -

Tabacco hypersensitivity reaction ~ + + + + +

Assimilation of (Biolog GEN Il)

D-Fucose + + + - +
D-Sorbitol - - - - +
Troleandomycin + + + - -

®1, YKB15539 (in this study); 2, YKB15540 (in this study); 3, Pseu-
domonas capsici Pc19-1" (Zhao et al., 2021); 4, Pseudomonas
cichorii ATCC10857" (Timilsina et al.,, 2018); and 5, Pseudomonas
viridiflava ICMP2848" (Timilsina et al.,, 2018).

®+, positive reaction; -, negative reaction.
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L-alanine, L-aspartic acid, L-glutamic acid, L-pyroglutamic
acid, L-serine, D-gluconic acid, glucuronamaide, mucic acid,
quinic acid, D-saccharic acid, methyl pyruvate, L-lactic acid,
citric acid, a-keto-glutaric acid, D-malic acid, L-malic acid, y
-amino-butryric acid, propionic acid®} acetic acid& &%
JALol| A o] 831= Ao 2 BRI, 1% sodium lactate,

fusidic acid, troleandomycin, rifamycin SV, lincomycin, guani-
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Fig. 2. Maximum:-likelihood phylogenetic tree comparing the 16S rRNA (A), gyrB (B), and rpoD (C) sequences of the castor bean isolates and
plant pathogenic Pseudomonas species. Nucleotide sequences of Pseudomonas spp. were retrieved from GenBank. Red arrows indicate the
position of the sequences of the strains isolated in this study. All phylogenetic trees were constructed using 1,000 bootstrap replicates.
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