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Abstract The heterogencous Onju citrus genes (A=20.57, C=32.71, G=30.01, U=16.71%) and coffee genes
(A=20.66, C=31.76, G=30.187, U=16.71%) have the same genetic ratio of 95% or more. It is known that gene
compatibility is generally not possible with this group. However, it can be grafted if the conditions of Chargaff
rule and Shannon Entropy are met with gene functional-similarity of more than 95%, and it becomes a new
breed of Coffrange. We calculated the world's first BCJM matrix for DNA-RNA and published it in US patents
and international journals. All animals and viruses are similar to human genes. Based on this, it was announced
in June in the British matrix textbook by solving the genetic characteristics of COVID-19 and the human body.
In plants, it is treated with BCJM-Transposon treatment, a technique that easily changes gene location.
Simulation predicted that the matrix could be successful with Cut & Paste and Transpose.
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The RNA Base Over 95% of Onju Citrus and Coffee Genes Cut & Paste
Based on The BCJM Matrix with hargaff—-Shannon Entropy
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Figure 1. Flow chart of experiment
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Figure 10. The Butterfly of Matrix (12)
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