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Detection of Barley yellow mosaic virus from Soil Using Nested
PCR
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Barley yellow mosaic virus (BaYMV), which is transmitted by the root-inhabiting protist Polymyxa
graminis, causes a soil-borne disease. In this study, we detected BaYMV from soil using two-step
nested polymerase chain reaction (PCR). Specific primers based on a coat protein region of BaYMV
segment RNA1 were used in the first round of amplification. Based on the sequenced amplicon, an
inner primer was designed for the second round of amplification. A PCR product of 372 bp exhibited
98%-100% nucleotide sequence identity with the coat protein region of BaYMV segment RNA1. In this
study, we propose an easy method for the detection of BaYMV from soil, may considerably assist in
accurate fungus-transmitted virus diagnosis and subsequent disease forecasting. This is the first report
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Table 1. Primers used for nested PCR on Barley yellow mosaic virus (BaYMV) from soil

PCR Primer Sequence (5'-3") Product size (bp)
Primary BaYMV575-F TGCAGATGGTAACTGGAGCG 575
BaYMV575-R GAAGTTAACATGGTGTTATA
Secondary BaYMV372-F CGCACTCGAATCTGAGCTAAA 372
BaYMV372-R CATGATCGTGGGACGAAGAAA

BaYMV 575-F

BaYMV cDNA

BaYMV 575-R

575 bp |

Primary PCR

BaYMV 372-F

l Transfer to 2nd tube

BaYMV 372-R

372 bp |

Secondary PCR

) 4

| Amplication of target DNA

Fig. 1. Nested PCR scheme for detection of Barley yellow mosaic virus (BaYMV) from soil sample.
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Fig. 2. Nested PCR for Barley yellow mo-
saic virus (BaYMV) from soil samples. (A)
Primary PCR. (B) Secondary PCR. Lane
M, DNA 100 bp ladder; lanes 1-5, soil
samples from barley field; lanes 6-10, soil
samples from rice paddy field; P, positive;
N, negative control.
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