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sample
10g or 10ml

sample
stomaching

\

Pre-enrichment for 4~6h
at 37°C in BHI

1~2ml aliquot in 10ml
Tetrathionate broth

Selective enrichment for
18~24h at 42°C in Tetrathionate

Isolation for 24h at 37°C in SS
agar and MacConkey agar

Selection of samonella
suspected colonies

Isolation for 24h at 37°C in
TSI(or KIA) agar

Serological/biochemical
confirmation

Pre-enrichment for 8~10h at
35~37°C in BPW

1ml aliquot

DNA sample preparation

PCR and analysis
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Mean Ct concentration (%)
Min Bos Sus Gallus Bos Sus Gallus
0 11.5 12 12.05 102 106 100
10 11.91 12.31 12.32 81.5 83.2 87
30 13.42 13.55 13.3 30 38.6 46.2
60 14.12 14.33 13.92 19.5 23.4 325
90 15.48 15.45 15.12 8.9 10.9 13.7
120 16.65 16.28 15.95 4.2 7.4 8.98
150 17.02 16.41 16.07 3.31 6.25 7.92
180 18.68 17.92 17.62 1.29 2.64 3.31
210 20.07 19.32 18.9 0.52 1.22 1.51
240 213 20.85 20.32 0.21 0.41 0.67
Ntc ND ND ND ND ND ND
Nrte: negative template control; ND: not detected.
Amplicon size @ 4&(Bos, 374bp), =HA](Sus, 290bp), H(Gallus, 183bp)
(&4 : “Effect of Heat Processing on DNA Quantification of Meat Species” by Ergiin

Sakalar, 2012, Journal of Food Science)
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