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Sulfolobales Thermococcales
Phylum Crenarchaeota Euryarchaeota
Sulfolobus acidocaldarius Thermococcus onnurineus
Organisms Thermococcus kodakarensis Sulfolobus solfataricus

Sulfolobus islandicus

Pyrococcus furiosus COM1

Growth conditions Thermoacidophiles

Hyperthermophiles

Transformation method Electroporation

Natural competence

Antibiotics Hygromycin, simvastatin

Simvastatin

lacS (f -galactosidase)
Prototrophic marker

pyrF (orotidine 5-phosphate decarboxylase)
pdaD (argD, arginine decarboxylase)

pyrF (orotidine 5-phosphate decarboxylase)
trpE (anthranilate synthase « subunit)
trpAB (tryptophan synthetase)

hisD (histidinol dehydrogenase)

pdaD (arginine decarboxylase)

Alcohol resistance marker | adh adh
CFU/ug DNA 108 - 106 102 - 105
Inducible promoters araS, malE CipA
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