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¥ 1. Enterbacter sakazakii 2] MM

Cronobacler sakazakii

Cronobacter malonaticus

Cronobacter muytiensii

Cronobacter turicensis

Cronobacter dublinensis
Cronobacter dublinensis subsp. dublinensis
Cronobacter dublinensis subsp. lactaridi
Cronobacter dublinensis subsp. lausannensis

Enterobacter sakazakii
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