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Taphrina wiesneri Strains
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The ascomycetous fungus Zaphrina wiesneri, the pathogen of cherry witches' broom, is highly pathogenic to
Prunus yedoensis, the most widely planted cherry trees in Korea as park and roadside trees. A collection of 13
strains of the pathogen in Korea and Japan was characterized by 18S rDNA gene sequence and restriction
fragment length polymorphism (RFLP) analysis. In cluster analysis based on 18S rDNA gene sequence the
strains were divided into 2 clusters. In RFLP analysis of the rDNA-IGS region using Hhal, the strains were
separated into four patterns, B, C, D and G, of which pattern G was new.
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Table 1. Taphrina wiesneri strains used in this study
No. Strain Isolated from Source Year isolated Cluster” RFLP group®

1 TA1 Prunus sp. Chungnam Gongju 2009 1 G
2 TA2 Prunus sp. Chungnam Gongju 2009 1 G
3 TA3 Prunus sp. Chungnam Gongju 2009 1 G
4 TA4 Prunus sp. Chungnam Gongju 2009 1 B
5 TAS Prunus sp. Chungnam Gongju 2009 1 B
6 TA6 Prunus sp. Gyeonggi Yongin 2009 2 D
7 TA8 Prunus sp. Gangwon Hongcheon 2009 2 G
8 TA10 Prunus sp. Jeju 2008 2 D
9 TA1l Prunus sp. Jeju 2008 2 D
10 TA12 Prunus sp. Jeju 2008 2 D
11 TA1S Prunus sp. Gyeonggi Seongnam 2010 1 B
12 TA17 Prunus sp. Chungbuk Cheongju 2010 1 C
13 TA19 Prunus sp. Japan - 1 B

*Cluster analysis on the basis of 18S rDNA gene sequence, see Fig. 1.
PRestriction fragment length polymorphism, see Fig. 2.
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Fig. 1. Phylogenetic tree of Taphrina wiesneri strains inferred by
MEGA analysis using the 18S rDNA gene.

M 1 2 3 4 5 6 7 8 9 10 11 12 13 M

300

200

100

Fig. 2. RFLP analysis of IDNA-IGS1 region gene amplified from
Taphrina wiesneri strains. The DNA products were digested with
restriction enzyme Hha. Lanes: M, DNA size standard (100-bp
ladder, Invitrogen); 1 to 12, Korean strains; 13, Japanese strain.
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