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Abstract A Suffix Tree is an efficient data structure that exposes the internal structure
of a string and allows efficient solutions to a wide range of complex string problems, in
particular, in the area of computational biology. However, as the biological information
explodes, it is impossible to construct the suffix trees in main memory. We should find an
efficient technique to construct the trees in a secondary storage. In this paper, we present a
method for constructing a suffix tree in a disk for large set of DNA strings using new index
scheme. We also show a typical application example with a suffix tree in the disk.
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Algorithm for Edge Processing

1: make edge(sequence) {

2: if(branch=1) {

3: then make branch() {

4 startnode = old_node number;
5 if(nextnode=1){

6: endnode = nextnode_numi;

7 nextnode_num=nextnode_num+1;
8 b

9: endnode = new_node_number;
10:  }

11: }

12: else {

13:  startnode = nextnode numi;

14:  endnode = nextnode_num+1;

15: }

16: }
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Algorithm for suffixlink Processing

1: make suffixLink(sequence) {

2: if(branch=1) {

3: then make internal() {

4: next_leafnode = endnode;

5: next_leafnode +=1;

6: }

7: else make leaf( ) {

8:  next_internal_node =startnode;
9:  nmext_leafnode =endnode,

10:  next_internal_node +=1;
11:  next_leafnode +=1,
12: }
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