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ABSTRACT

Velvet antlers from Cervus elaphus species are one of most famous, expensive and commonly used
medicinal materials in traditional oriental medicine. Some distributor had illegal practice of disguising
the origin of antlers in Korea market. Therefore, a test to distinguish antler essential to ensure the
healthy development of the herbal industry. In this study, the variation in DNA sequences of the
mitochondrial ATPase8 and cytochrome-coxidasel (COI) genes of Cervus elaphus from China, the
Republic of Altai, and Canada were evaluated. In addition, the sequence variation among, Rein deer
and Cervus elaphus species was also evaluated. Although these quences of deer from the Republic
of Altai and Canada were very similar, polymorphisms that were conserved in each species were
observed in the ATPase8 and COI genes. Therefore, these polymorphic markers could be used to
distinguish Cervus elaphus antlers from different locations.
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Materials and Methods
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Stretton, UK)Z v|AI3 7172 133 ¥ i-genomic
CTB DNA (iNtRON
Biotechnology, Inc. Seongnam, Korea)E ©]-&3}¢]
239tk DNAE 50-100uL o] 2 AATz =
¢l % NanoDrop (NP-1000) Spectrophotometer

extraction mini kit

(NanoDrop Technologies, Inc, Wilmington, DE)
2 558 24sgr

2. 7 3419 PCR 5%

COI #FATPase8 primers Wada®} Yohohama 7} A
43t primerg& ¥5 ¥yt AHE-E% 2
= olgi9} 2t} (Wada and Yokohama., 2004):
ATPS—SI GGA CGC AAT TCC AGG CCG CCT
ATP8-AS: TGCTCACAGGGGAATGGCTATG
CO1-S: TTCAATCTACTTCTCCCGCCGC
CO1-AS: AGGATAATAGCCGGTAGGATTG

o sequences

3. PCR A+&9 AA 9} sequencing

PCRZ ZZ3 H3ARE 15% low melting
agarose gel (Duchefa biochemie B.V. Haarlem,
Nederland)® #8391 Mega quick spinTM
PCR & agarose gel extraction kit (iINtRON
Biotechnology, Inc. Seongnam, Korea)2 +3&&
FZgirh 22ld PCRAMES A2RZE/(F)d 9f
3] ABI 3730 DNA Analyzer (Applied
Biosystems, CA, USA) & &7] A g% #439h

4. 23 £4

Sequence datat ©]Z°l B8 #E-9 sequence
(GeneBank accession number: AB245427)¢} 8] 2 8}5]
t}. sequence™ BioEdit version 5.0.9 [BioEdit (URL:
http://www.mbio.ncsu.edu/BioEdit/BioEdit.html)
JZ2a¥9g o] P} 2 phylogenetic tree
= Clustal X (v 1.81) Z2 388 0|88 neighbor-

joining[9]H¥H o2 FA st
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Results and Discussion
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