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Characterization of Antibiotic Resistance Plasmids of Staphylococcus aureus
by Complete Nucleotide Sequence Determination

Jae Yoon Lee, Jung Hee Park and Kyung Ho Moon”
College of Pharmacy, Kyungsung University, Busan 608-736, Korea

Abstract — Previously, we reported on the antibiotic resistance patterns of 50 strains of Staphylococcus aureus which were
isolated from a hospital in Busan, Korea from July 2005 to December 2006. We have isolated small plasmids and classified
plasmid types by agarose gel electrophoresis. We have selected 5 plasmids and determined complete nucleotide sequences
of those plasmids. The aim of this paper is to report on the characteristics of cadmium, erythromycin, lincomycin resistance
plasmids and a cryptic plasmid based on the sequence analysis obtained by using the BLAST program.
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Table 1 — Plasmids of various S. aureus

Strain Plasmid Size (bp) Resistance
S. aureus JY43 pKH12 3,010 cryptic
S. aureus JY11 pKH18 3,332 cadmium
S. aureus JY37 pKH19 2,473 erythromycin
S. aureus JY30 pKH20 2,412 erythromycin
S. aureus JY50 pKH21 2,531 lincomycin
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