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The Rice black-streaked dwarf virus (RBSDV) infected 99-100% of a 1000 m*-maize field in Mungyeong City
in 2007. Adjacent to the area is a Persimmon orchard where barley crops were grown under the trees as green
manure crops and for soil amendments. The barley acted as winter host to the small brown plant hoppers
(SBPH) enabling the insects to survive and pass the winter season. The existence of RBSDV was detected and
confirmed by RT-PCR using S9 specific primer. Samples of the insect vector SBPH were collected in the area
on May 3, June 7 and, August 4 and the results of the RT-PCR analysis revealed viruliferous insect rates of
2.9, 4.8, and 4.4%, respectively. These observed viruliferous insect rates were similar with those detected in
RBSDYV infected rice fields.
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Fig. 1. Infected maize plants from Mungyeong city (Left). Persimmon cultivated nearby with barley grown under the trees as green

manure (Right).
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Fig. 2. Detection of RBSDV from infected maize plant using RT-
PCR. Lane 1 has molecular size marker of 100 bp ladder. Other
lanes are collected plants. The expected sizes of 500 bp are indi-
cated with arrow.
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iRt dAEE X914 band7t E1E NA R B
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Table 1. Viruliferous insects rates of small brown plant hopper in
maize fields

Date of insects  No.of  No. of viruliferous  Viruliferous
collection insects insects insects rate (%)
5.3 34 1 2.9
6.7 42 2 48
8.4 45 2 44

Fig. 3. Detection of RBSDV from insect vector using RT-PCR.
Lane 1 has molecular size marker of 100 bp ladder. Other lanes
are collected insect vector. The expected sizes of 500 bp are indi-
cated with arrow.
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