© EHiE s vlee 2oy

Az dide Aagd il Ad 2
ARG e ARlE AT okt
BokollAl 4] ol §Hof om AF= it
3] o] &= Qitt. 53], T A A=A
o SRHLE B&H o7t A2 G
Aol EdEx Qi AAoldt, ol &
WA AFE 247 o) wet oFke] 2lo)7}
Reu AYFTHY BSAYLE W
T2 200690l 6109 2, 20114
1,1009 282 1 AFE &3t Yt
“The Therapeutic Protein outlook to
2007" & #=3hd 200240 ojv] A 24 ¢
A Aol 333.49 €S dold Aoz
LA A=

Az G AL od 12&8] Fist
I Y Alx Z2AETL Eu 20,000~
25,0007 Q7+ A7} Bl F2AY
oAkt 28 s el e
HAAE A ATFsHoF & targeto] 2
F ° ol sold 222 o2 wHoA

@QQ AHE 714 w3 B8y 229 9

ol§ Ave A 2,

19829 Eli LillyAH®] Fx 2gA<
insuling BEE A7 A% 322 QlHY
2 du} o} vlel, G-CSF5 B2 TjdEo
o2 E gireof oz Thld A
A3 7l o8l st =o ok 2y,
ol A4t Ele AR gzl Fe
I3 glycosylation)} 722 WY & 3474
(post—translational modification)e] Qo]
A got FEAN|ZA W, FAE T
of| B3} in vitro, in vivo stability?} GolA
AW 77t dde 2AL AU YL 5
EA| 29 A v B= R v|3] To| AY
3 o FEAZY UE ALHE Ao
Wo| o]2oA Aol 2= W2 HEE 5
w3l BASEE U}, ofedt EHoA df
ATAEE Y08 g Big FENE}
o] S wol Aty 19g
T ol &% A= g AR 24E 4
F3he AR gl

T, RN B4 G
Pegylation®} 2-& HEE Faf Al w7

02

+
Forum

EPofoleld
ZHE= @ bickimok@atgen,co.kr

£ 958 37712 Sl 942, G-CSFY
] = AmgenAt® pegylationA| &9l
Neulasta® (Pegfilgrastim)= 7]1& AA-S
w27 hR3ia olck. B3], A28 iy
o} At¢l-& Tl A} o] FAH] F3o)
opd djde] Lzt 75 TE Yt
ArASA 7H E4A JE 5 Y FF
7t tAEol7] e oA = iRt
ZHe g o) ol Ja} v, AJZHAR] BollA
2 U3 hoste §lE A 2ok 24 o}
A= gigtae] HE Aado] de| ol gEx
Sl AE 7jeo] e T HAHE 7]
&2 02 o|RojZ]= A Z},

© cHHE XHEl 7js0| 0|2 i
A7+ T A3} Zho] ofF TlA S iR
@3 Z2 2 hostolA wdTg ¢
(Heterologous expression), W& SAE
o] E-44 934l Inclusion bodyZ W&
et Pt e of 35% upck shte)
o] P HZoA FE, wiE Hoj Ty

¥=7} 300-400mg/mic) =28 o %y

ojd=at M4 | 1N



12

>0 > 2

U+——I,+—> N(5-9)

I, —— A(s-S)

U : Unfolded state N : Native Protein
I : Intermediate for native protein

I, : Intermediate for aggregate A : Aggregate

Energy State

\
\
)
\)

ARTY. \

Refolding Process
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Automation Implements Pi-Fold Refolding

Helping 1o turn refolding from “art into science
+ Automatic pH adjustment of specimen
+ Optimized refolding conditions

+ Refolding screening finds optimum conditions

+One skilled tech can handle 10-20conditions
per day, PTR-96
+ Protocols can be stored for reuse
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