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ABSTRACT

An extracellular xylanase from the brown-rot fungus Fomitopsis palustris grown on rice straw
culture was purified to a single protein band. On SDS-PAGE, the molecular mass of purified en-
zyme was estimated to be about 43 kDa. The amino acid sequence of the proteolytic fragments
showed high homology with fungal glycoside hydrolase family 10 xylanases. The K, Kear and Vi
for birch xylan were 31 mg/m, 23 * 10°/min and 2523 U/mg, respectively. The optimal activity
of the purified xylanase from F palustris was observed at pH 40~50 and 70°C.
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Fig. 1. Changes in the activity of extracel-
lular xylanase of Fomitopsis palustris

grown on 2.0% rice straw culture.
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Fig. 2. SDS-PAGE analysis of extracellular
proteins and purified xylanase from
F. palustris. Lane M, molecular mark-
er; 1, purified xylanase.
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Fig. 3. Partial amino acid sequence comparisons between xylanase from F. palustris and other
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