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Abstract A local alignment algorithm does comparing two strings and finding a substring pair
with size ! and similarity s. To find a pair with both sufficient size and high similarity, existing
normalization approaches maximize the ratio of the similarity to the size. In this paper, we introduce
normalization by functions that maximizes f(s)/g(l), where f and g are non-decreasing functions. These
functions, f and g, are determined by experiments comparing DNA sequences. In the experiments, our
normalization by functions finds appropriate local alignments. For the previous algorithm, which
evaluates the similarity by using the longest common subsequence, we show that the algorithm can
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also maximize the score normalized by functions, f(s)/g(/}) without loss of time.
Key words : local alignment, normalization, normalization by functions, DNA sequence
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