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Seasonal Distribution of Vibrio spp. in the Jeonam
Archipelago Marine Ranching Ground

Mal Nam Kim" and Han Woong L ee
Department of Biology, Sangmyung University, Seoul 110-743, Korea

Cell number of Vibrio spp. was examined for the surface and bottom sea water harvested from the 9 sta-
tions in the Jeonam Archipelago Marine Ranching Ground in 2006~2007. Species population composition
and dominant species were analyzed as well. The largest number of Vibrio spp. was detected in summer
(June, 2007) among the 4 seasons with the surface and bottom sea water samples of 5.4~93.2 cfu - m¢t and
1.0~53.1 cfu - me™. respectively. In winter (January, 2007), Vibrio spp. was not detected at all except that
one station from which 0.2 cfu - m¢* of Vibrio spp. was counted in the surface sea water sample. Cell num-
bers were 0~11.9 cfu - m¢? and 0~8.3 cfu - m¢, respectively, in the surface and bottom sea water samples
retrieved in spring (April, 2007), and the corresponding sea water samples in autumn (November, 2006)
were contaminated with 0.1~21.4 cfu - m¢* and 0~2.9 cfu - m¢, respectively. Species population composi-
tion of Vibrio spp. was found to be V. parahaemolyticus, V. alginolyticus and V. cholerae non-01 among
which V. parahaemolyticus and V. alginolyticus were dominant in al seasons. V. alginolyticus was detected
from all stations even in the winter season indicating that this species seems to be less temperature depen+

dent than the other Vibrio spp..

Key words: Jeonam Archipelago Marine Ranching Ground, Vibrio spp., Cell number of Vibrio spp., Species

composition, Dominant species
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Fig. 1. Sampling stations in the Jeonam Archipelago
Marine Ranching Ground

Strain Primer sequences (Sk%()a
F*-TLH: 5-AAAGCGGATTATGCAGAAGCACTG-3
V. parahaemolyticus 045
R**-TLH: 5-GCTACTTTCTAGCATTTTCTCTGC-3
FVVH: 5-TTCCAACTTCAAACCGAACTATGAC-3
V. wlnificus 0.205
R-VVH: 5- ATTCCAGTCGATGCGAATACGTTG-3
F-TOXR: 5-CCTTCGATCCCCTAAGCAATAC-3
V. cholerae 0.779

R-TOXR: 5-AGGGTTAGCAACGATGCGTAAG-3

F*, forward primer; R**, reverse primer
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Fig. 2. Cdl number of Vibrio spp. isolated from the Jeonam

Archipdago Marine Ranching Ground surface ssawaers
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Fig. 3. Cdl number of Vibrio spp. isolated from the Jeonam
Archipeago Marine Ranching Ground bottom seawaters
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ing Ground

. Nov., Jan., Apr., Jun.,

Sampling dete 2006 2007 2007 2007
Isolated strain Sample S B** B

V. parahaemolyticus o} o}
V. wulnificus
V. cholerae non-01

V. alginolyticus o} o} o} o} o} e} o

V. fluvialis

S, Surface ssawater; B**, Bottom seawater
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Fig. 4. Electrophoress of multiplex PCR products for the
drains isolated from the sea water samples. M; 100 bp lad-
der(Promega); lane 1, V. parahaemolyticus ATCC 17802;
lane 2, V. wlnificus ATCC 25922; lane 3, V. cholerae
ATCC 25920; S sries, sransisolated from the surface sea
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B sries, srainsisolated from the bottom seawater
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