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Pyrosequencing
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AlZ=do] & 23 &4+ Klenow DNA Ploymerase, ATP
sulfurylase, Luciferase 18] Apyrase”} 31tk Z12]3L
HESA)717] 98 EdEo= &4 7| Z(substrate)
adenosine phosphosulfate (APS), D-luciferin ~12]3.
sequencing template”} Z3H T}, 4579 nucleotide S
Wy yHEH o2 Fefatd, BT 7l AR A<
A717F s A¥EY O oo dAse S
CCD(Charge Coupled Device) 7H27F 224317 g
Pyrosequencing e o] LEE= B4 HRe-o &
3} 22tk A WA 9H--2 DNA polymerization 318}
7} nucleotide 7} sequencing template <} AFE. A Q1 &
71%-& o] F-o] DNA7Z}Eo| A= Zolth

@® (DNA), + dNTP
i (DNA)n+1 + PP; (Polymerase)

Pyrophosphate(PP;) 7} Klenow DNA polymerase®l
olaf) WolA WA ATP sulfurylase®] 7122 2H4-
3tod ATPE AJAFSITH

@ PP, + APS

— ATP + SO, (ATP Sulfurylase)

A A, bl HA WhE-E 53, ATPE Luciferaseol] 2J&H
W UA R MY o] A5E AR &, o7

2318 mucleotide”H 7 FEI S 7390l Wo| YeRdT)
® Luciferase + D-luciferin + ATP

— Luciferase-luciferin-AMP + PPi

@ Luciferase-luciferin-AMP + O
— Luciferase + oxyluceferin + AMP + CO, + light
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® ATP — AMP + 2P; (Apyrase)
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Pyrosequencing 712 Ao|% 200pE o 4 AL
B2 polymorphic positions Loh AU A &2
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t} o1 4# 7 sequence’d] =< o) (mutation) S
g8yl AT HE sequencingS 3 W T
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