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| ABSTRACT I

O bjectives : We investigated the association of SNP A and P1763 polymorphisms on dystrobrevin binding

protein 1(DTNBP1) gene with smooth pursuit eye movement(SPEM) abnormality in Korean schizo-
phrenic patients.

Methods : We measured SPEM function in 217 Korean schizophrenics(male 116, female 101) and divided
them into two groups, one is a good SPEM function group and the other is a poor SPEM function group. We
then analyzed SNP A polymorphism and P1763 polymorphism on DTNBP1 gene from their DNAs extracted
from their blood. We compared the differences of genotype and allele distributions of the two polymorphisms
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on DTNBP1 gene between the two groups.

Results : The Ln S/N ratio(mean +SD) of the good SPEM function group was 4.39+0.33 and the ratio of poor
SPEM function group was 3.17+0.71. There were no statistically significant differences of age and male/
female ratio between the two groups. There were no significant differences of genotype or allele distribu-
tions of the SNP A polymorphism and P1763 polymorphism on DTNBP1 gene between the two schizophrenic

groups divided by SPEM function.

Conclusion : The results suggest that SNP A polymorphism and P1763 polymorphism on DTNBP1 gene
might not be related to SPEM function abnormality in schizophrenia.

KEY WORDS : Schizophrenia - Dystrobrevin binding protein 1(DTNBP1)

(SPEM) - Genetic polymorphism.
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5 79 Ln SN ratio® 3 ®F HAR= 4.39+
0.33°]%1a1, 3.97 v|ukel Q% 9% 79 Ln S/N
ratio®] ¥ EF AAR= 3.17+0.71010k -
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AR, HF G5 w2 AFo HT 2F HAE
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2t 547o]aL oz} 547o|a, HEE Es T A
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2. A72E 95 U 25 = P12 DTNBP1 & &7 T
B8l ATIARELL CEPATES| Blul

1) rs2619538(SNP A)

DTNBP1 ©l¢i7|#lo]el SNP A¢] 54415
& % TolAE TTHo| 103'8(95.37%), AT
54 (4.63%), AAFL 090]laL, SHeE 4% Tl
M= TTHEo] 105%(96.33%), ATEL 49(3.67%),
AATE 0o F TAPIS AR E 9] Afo]
= 9T £=0.1252, p=0.72, odds ratio=1.27).
SNP A9 A 5 5 ol T ol
217} 211(97.69%), A A= 5(2.31%) 1,
ATE A5 FoME T A7} 214(98.17%),
Atk 4(1.83%) R om, F Akl At
#o] ®aro] zjol= Atk x?=0.1216, p=0.73, odds
ratio=1.27). H-52 AEA e wet Al ToE
ol T S o g s Aol fERE
I g 9] e Aole (il HE w4
HApL S7be e m2s §a4 290 S A

LA RS (GE 2).

Table 1. Demographic profile of schizophrenic groups
with good SPEM function and poor SPEM

function
Good SPEM Poor SPEM
function group function group
(N=108) (N=109) _velve
Ln S/N ratio of
+ +
SPEM 4.39+0.33 3.17£0.71
Age 44.35+8.63 45.17+8.99 0.49
Sex (M/F) 54/54 62/47 0.31

Analysis of age was performed by Student t-test and
analysis of sex was done by x 2-test. Mean£SD of
each value is shown

Table 2. Genotype and adllele frequency of SNP A on promotor region between schizophrenic groups with good

SPEM function and poor SPEM function

Eye movement function Odds ratio
High (N=108) Low (N=109) *2 prvalue (95% C)
Genotype T 103(95.37%) 105(96.33%) 0.1252 0.72 1.27(0.33-4.88)
AT 5( 4.63%) 4( 3.67%)
AA 0( 0.00%) 0( 0.00%)
Allele T 211(97.69%) 214(98.17%) 0.1216 0.73 1.27(0.34-4.78)
A 5( 2.31%) 4( 1.83%)

Logistic regression models were used for calculating odds ratios (95% confidential interval) and corresponding

p-values
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2) rs2619522(P1763)

DTNBP1 ©¢d7|Holel P17639 #-3xFe okt
+F o TellAE AAFO] 927 (86.79%), ACH
1379(12.26%), CCHL 179(0.94%) 01 aL, -85
A5 TolXe= AAF0] 925(85.19%), ACHS 169
(14.81%), CCEL 0oz T FApo]o] §Az18e] &
9] 2ol SIGITH £ 2=0.0177, p=0.89, odds ratio=
0.95). P17639] WiAAFHL eH--F -5 oM
A A7} 197(97.64%), C thIAR= 15(7.07%)
R, FE Fe TellAlE A tiFHAAE 200(92.
60%), C A= 16(7.40%) 01 0m, F FAto]<]
A o] B2 Holi= ATH £°=0.0175, p=
0.90, odds ratio=0.95). eF2-52] Aol uke} A
TOoE o] F1 S Wy F oS wwd Fels
FAAE I ARG Q] RO Aol gL, b
S WO WAL S w2 s A @kl St
732 e A9ITHGR 3).

3. 212590l OfSt DTNBP1 S8AR] & B &) oiy/e|
SR CHECIARE| Hlw
DTNBP1 ¢ $47] W]l SNP A9} P17639]

AR} A G 7} Qe o1de] 317 Aol A,
SNP A9l A% TT F4AA38L 3.78£0.83(mean*
SD), AT 428 3.7010.809] H-8-% kS vt
Wi, T ofgelzli= 3.78+0.82, A thyeIxl= 3.70+
0.809] H-%F #h= YERASITE P17632] 49 AA
FARE L 3.75+0.82(mean*SD), AC A&
3.481+0.829] & 2 YERL, A digIxE
3.761+0.82, C tg¢lak= 3.90£0.829] -5 %t
S YJERQILE 7 & 947] Wole] frdx e oigla)
& oA T 57 TR Als/Ahs vl A4
o #H(Ln S/N ratio) ol gt 3|t FAK O =
T3 Sl Akl QASITHGE 4).

i

AR B P2 e B (gating) 714

Fujol, Sl SElet WA 482 of
SHsjo] Ao Aot AL 4G TR A
G5k guAe)s)se] Holzlrky 7Pgse] gk ol
A2 et 1A oldel A % gl o)

o o1y

Table 3. Genotype and allele frequency of P1763 on intron 1 between schizophrenic groups with good SPEM

function and poor SPEM function

Eye movement function Odds ratio
High (N=106) Low (N=108) *2 prvalue (95% CI)
Genotype AA 92(86.79%) 92(85.19%) 0.0177 0.89 0.95(0.46—1.98)
AC 13(12.26%) 16(14.81%)
CcC 1( 0.94%) 0( 0.00%)
Allele A 197(97.64%) 200(92.60%) 0.0175 0.90 0.95(0.46—1.98)
C 15( 7.07%) 16( 7.40%)

Logistic regression models were used for calculating odds ratios (95% confidential interval) and corresponding
p-values. Two DNA samples in high group and one sample in low group could not be genotyped.

Table 4. Regression analysis of genotypes and allelotypes of DTNBP1 polymorphisms with Ln S/N ratios of SPEM in

Korean schizophrenic patients

SNP A(N=217) p-value P1763(N=214) p-value
Genotype C/C 208(3.78+0.83) 0.79 184(3.75+0.82) 0.37
C/R 9(3.70+£0.80) 29(3.48+0.82)
R/R 0 1(4.80)
Allele C Allele 425(3.78+0.82) 0.79 397(3.76+0.82) 0.37
R Allele 9(3.70£0.80) 31(3.90+0.82)

C/C, C/R and R/R represent homozygotes for common allele, heterozygotes for rare allele, respectively. C
Allele and R Allele represent common allele and rare allele, respectively. Genotype distributions, allele distribu-
fions, mean=SD of each value and p-values for regression analyses are shown. Three DNA samples could not

be genotyped in the P1763 locus.
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