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m 900 MHz NMR (Bruker)
O Magnet System
- Field strength : 21.09 Tesla
- Bore size : 54 mm
O Spectrometer Console

AT H238 84 13 20069 18



=s215/0

- 4 channels + deuterium channel
- PFG system : XYZ-gradient (10 A

amplifier)
O Probes : Cryogenic 1H{13C/15N}
triple resonance probe (1H
S/N=7000), 1H{13C/15N} triple

resonance probe (1H S/N=2000)

Fig. 2. KBSI A7 0 AxH
AAHZ 900 MHz NMR.

@ 800 MHz NMR (Bruker)

O Magnet System

- Field strength : 18.8 Tesla

- Bore size : 54 mm

O Spectrometer Console

- 4 channels + deuterium channel

- PFG system XYZ-gradient

(10 A amplifier)

O Probes 1H{13C/15N} triple

resonance probe (1H S/N=1820),

1H{13C/31P} triple resonance probe
(1IH S/N=1820), 15N~31P{1H} probe
(13C S/N=400)

O Microimaging System

Fig. 3. KBSI L37H¥ 2o A
A€ 800 MHz NMR.

@™ 4.7 T MRI (Bruker)

O Magnet System

- Field strength : 4.7 Tesla

- Bore size : 400 mm, horizontal

O Spectrometer Electronics

- 2 channels

- 3 Gradient systems

O Resonators : 1H  observe,
1H/13C, 1H/23Na, 1H/31P, 19F/1H
dual observe resonators

O Animal life monitoring and
handling system

O RF shielding : Faraday cage

Fig. 4. KBSI #7835 20 Ax
H? 47T ¢ MRI

®m 600 MHz NMR (Bruker)
- TXI(H/C/N) probehead
- Sensitivity » 900:1 for 1H
- 2D & 3D NMR 44¥
- microimaging : 200 G/cm

@m 500 MHz
(Bruker)

- Cryogenic TXI(H/C/N) probe

- Sensitivity > 3300:1 for 1H

- Sample changer : 60 7} AlB A&
TR

- 4 channel

Cryoprobe NMR
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