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Abstract : Iridovirus is an icosahedral cytoplasmic double-stranded DNA virus with a genome size of 170-
200kb. Outbreaks of fish iridovirus infection are characterized by their wide geographic distribution and broad
host spectrum, especially in water temperatures of 25-27°C Recently, the causative agent of high mortalities
in flounder (Paralichthys olivaceus) was identified as fish iridovirus in Korea. Iridoviral infection repeatedly
occurs in the same area for long periods, suggesting the possibility of viral infection in nursery. To examine
this, the existence of iridovirus in juvenile flounders was detected by PCR using virus-specific primers.
Antibodies induced against this virus were also examined using ELISA. As a result, juvenile fish in nursery
were found to be previously infected with iridovirus, suggesting that proper prevention systems are required.
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Fig. 1. The major capsid protein (MCP) gene of fish iridovirus
was amplified using MCP-specific primers. Genomic DNA
from spleen (lane 1) and liver (lane 2) of juvenile olive
founder was used as a template. M: 1 kb size marker.
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Fig. 2. Iridovirus capsid gene (1.3 kb) was cloned into the
pGEM-T easy (3 kb) cloning vector as described in the
Materials and methods. Clone containing iridovirus capsid
gene was digested with a restriction enzyme (EcoRI),
generating two (3 kb+1.3 kb) restriction fragments. M: 1 kb
size marker.
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Fig. 3. The SDS-PAGE analysis of the recombinant capsid
protein produced by E. coli. Lane 1 : 10 pl aliquot of culture
lysate of BL21(DE3)pLysS prior to induction, lane 2:1h
after IPTG induction. After induction, the expression of a
recombinant protein (arrowed, corresponds to 50 kDa of
recombinant RBIV capsid protein) is markedly increased.
Purified recombinant protein without contamination was
recovered using a Ni?*-charged resin affinity column after
preparing the samples by denaturing condition. M:
molecular markers.
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Fig. 4. The results of the ELISA study for a comparison
of the fish immunogloblulin titers. The sera (diluted 1 : 100)
were used as the primary antibodies from the juvenile
flounders (2 months old). A statistically significant increase
(p<0.01) was observed in serum samples, indicating the
infection of iridovirus in juvenile fish, which were cultured
in nursery. Black (left): fish serum samples, grey
(right) : controls.
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