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(CA: Carbonic anhydrase, AC; Adenylyl cyclase, PKA: Protein kinase A, Ste3 and Gprd: G-protein—coupled receptor,
Gpbl: G protein beta—subunit, Gpal: G protein alpha—subunit, Tcol/2: Sensor histidine kinases, Ypd!: Histidine-
containing phosphotransfer protein, Sski: Response regulator, Met: Methionine, Giu; Glucose)
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