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GEO Gene Expression Omnibus
CIBEX Center for Information Biology
Tox-MIAMExpress  Toxicogenomics MIAMExpress

ArrayTrack

NCTR's Center for Toxicoinformatics-Array Track

hitp:/Aww.ncbi.nim.nih.gov/geo

. htip:/icibex.nig.ac.jp

http:/Avww. ebi.ac.uk/tox-miamexpress
http:/Mmww.fda.govinctrisciencel/centerstoxicoinformatics/ArrayTrack

CEBS Chemical Effects in Biological Systems http://cebs.niehs.nih.gov
9 Es A B4 A8 A g8 2 R PCR 522 o]& AHY & gidom, wstst §4
o] dQ 3} AEL U223} A7) 2o)7} Yt Whitehead, 2006).
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