Journal of Life Science 2006 Vol. 16. No. 6. 938~941

©JLs

o1& WS XE 0|2¢ soluble glucan AA

ZA L F40)e 3835
Received June 15, 2006 / Accepted July 25, 2006

g

Development of Soluble Glucan Production Process with Continuous Stirred Tank Fermentor. Chan
Jun Moon and Jung Heon Lee*. Department of Chemical Engineering, Chosun University — Continuous
fermentation process for the production of soluble glucan using mutant Agrobacterium sp. ATCC31750
has been developed in this research. When the concentration of soluble glucan was higher than 6 g/,
the viscosity of the fermented broth was too high and it needs complex separation process to separate
from culture broth. Mathematical models which describe the cell growth and glucan production was
developed and they kinetic parameters were estimated with experimental data. They are used for the
optimization of continuous fermentation process and calculate optimal dilution rate for easy
separation of glucan 4 g/1. With continuous fermentation, glucan production rate was increased 1.8

times more than that with batch fermentation.
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Table 1. List of estimated kinetic parameters
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Fig. 1. Cell growth and glucan production with batch
fermentation. Symbolrepresents data point and line
represents computer simulation results,
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Fig. 2. Bffect of dilution rate on the cell mass, soluble glucan

and sucrose concentration. The result was simulated
with estimated parameters using batch results.
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Fig. 3. Time course of the cell mass, soluble glucan and
sucrose concentration profiles with dilution rate
changes of CSTR.
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