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The Ecological Character and Sequence Similarity Analysis of 185 rDNA from the Two Species of
Grateloupia (Grateloupia, Rhodophyta) in Korea. Young-Dae Kim* Long-Guo Jin', Hong-In Song,
Jung-Pyo Hong, Chu Lee, Chang-Young Jeon, Su-Kyoung Kim, Dong-Sam Kim, Hyoung-Kyun Han
and Yong -Ki Hong', Aquaculture Division, East Sea Regional Fisheries Research Institute, Kangneung 210-860,
Korea, 'Department of Biotechnology, Pukyong National Univerisity, Pusan 608-737, Korea —The species of
Grateloupia filicina, Grateloupia divaricata in East Sea were investigated taxonmically in order to clarify
taxonomic position. The ecological character, external morphology, anatomy of vegetative structure.
Blade length are 15~40 cm, erect from discoidal holdfast of 3~10 mm in diameter. Stipe 1~2.5 cm
long, narrowly cylindrical below, compressed above Grateloupia filicina. Main axis are long and
compressed, 3~7 mm broad in broadest part. Colors are scarlet to light red. Blade length are 10~25
cm, erect from discoidal holdfast of 3~8 mm in diameter Grateloupia divaricata. Stipe are single and
simple 2~5 mm broad. Thallus composed of cortex and medulla in section ; cortex composed of 9~10
layers of anticlinally arranged cortical cell, divided into outer, middle and inner parts. Partial fragments
of nuclear 185 rDNAs from the two species of Grateloupia (Rhodophyta) were amplified using the PCR
reaction and sequenced to compare their similarity. The partial sequences showed 98.9% similarity
each other. Grateloupia filicina has 371 bp sizes and Grateloupia divaricata has 372 bp size. The G+C contents
of Grateloupia filicina is 54.3% and Grateloupia divaricata is 53.64%.
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Fig. 2. Vegetative structure of Grateloupia filicina.
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Fig. 3. Vegetative structure of Grateloupia divaricata

£ wjofsled Az Y plasmidE Plasmid Isolation Kits A
232]3le] DNA 97|89 2AL2 8ty

18S rDNA 7]M¥g Hlm
£ Ao AHgd" Ayola] &d did REZQ 185
tDNA §9¢] PCR AN ES Ao g & 21232 74
d& NCBI9] BLAST program$ E3led Hlw BX3l9q,
%3 ClustalX 181 program& AR-8-319] A 8 A7 THFig. 2).
@34 T 29 Avolel &9 @714 ¥4 23} primer
NS7# NS8S ALS-3lH& W #Aolg] (Grateloupia fili-
cina) = 371bp £ PCR A&, W] o} (Grafeloupia di-
varicata) = 372bp B9} PCR products #4335 ¥t NCBI
(http://www.ncbinlmnih.gov/)ol ] blast ZAE 3 A}
T & 25 Grateloupia filicing &} 9% 2] FAMS 7142 §)
i ) . . ) . Ak B FF BEAHQ 7N E viand o 989% 9
Fig. & Partal 185 ;ZNIﬁ‘? ;ﬁizzrsiif’f; ‘;js‘j";ﬁff;’“gggf‘“;};ﬁﬁef RAME AT YN, GHC B G. flicina 7} 54.3%
DNA size marker of 1 kb ladder; Lane; Lane 2, °|31, G. divaricats 7} 53.64% o} 181 G. filicina ¢} G.
Grateloupia filicina ; Lane 3, Grateloupia divaricata. divaricata® ME Wng of 3T insertion Ho], 1X9]
point deletion o] ot Xo|& B YTHFig. 2).

18S IDNA &%

PCR w3 Z3} primer NS77 NS8& AM8-815lg wf of o &
370 bp A9 PCR AHEo] A4 =AY PCR YAEES
TA cloning vectorq] pCR2.19 44413t E. coli INVaF | & AR FolPE U A sdd) Bxgm 9 MA &
FAHE AA ol PCR 44850l A3 A1dd plas- Ao Bxo) gko] A o] AAsT T WA Folal R
midQ) 2] o] o F-g g3ty 95, FAAF & 2 JF2 o} 9jZo MAgE EHL /AT o] 2L 6YARE T=

22H plasmidE 52§ & AFEL Eo R1 22 233} o] AZH 2AL AA vepdt. AEMo g g
Ao 2 A A7) =719 FA4A vlgy) E9sA gy 7} RHYD 2018 S48 A gAY 2AE 71
Ao} (ML REAE). o] FAAE HFoZRE 3 mlo FA A7 9d FogHe Bx 92y} go)A 7% ok

Ekr



Journal of Life Science 2006, Vol. 16. No. 5

* 20 * 40 * 60
G, HLICina T T A. ¢ 65
G dIvaricata & o e 65
gAGGCAATAACAGGTCTGTGATGCCCTTAGATGTTCTGGGCCGCACGCGTGCTACACTGAGCGEG
* 80 * 100 * 120 *
T & o3 - T P : 130
G, dIVAricata & it 1 130
TCAACGGGTGAGGATGTGCGAGAGCGCTTCCCAATCTCTAAATCCGCTCGTGCTGGGGATCGAGG
140 * 160 * 180 *
D 10 3 - L : 195
G 1) o o ) - D195
GTTGCAATTTTCCCTCTTGAACGAGGAATACCTTGTAAGCGCGGGTCATCATCCCGTGCTGAATA
200 * 220 * 240 * 260
LT T S - T 260
G, dIVaAr LAt A I ot 1 260
CGTCCCTGCCCTTTGTACACACCGCCCGTCGCTCCTACCGATTGAGTGGTCCGGTGAGGCCTTGG
* 280 * 300 * 320
G I CIma 1 i e 1 325
O Bz o - ) 1 2 325

[op]

filicina

G. divaricata :

AGAGGAAGGAGAAGTCGTAACAAGGTTTCCGTAGGTGAACCTGCGga

727

Fig. 5. Alignment of partial 185 rDNA sequences using a primer set NS7 (5-GAGGCAATAACAGGTCTGTGATGC-3')3} NS8
(5'-TCCGCAGGTTCACCTACGGA-3'). Numbers refer to nucleotide positions. Dots represent identity with the sequences.
Dashes denote alignment gaps.
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