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ABSTRACT Radiation technique has been used to develope mutant rice. Suwon 345 rice seeds were imadiated
with 250 Gy gamma ray. Morphological characteristics of the variants in Mg generation were observed and random
amplified polymorphic DNA (RAPD) analysis was carried out. Plant height, panicle length, 1,000 grain weight and
lodging were very different in mutants compared with donor cultivar. RAFD analysis showed that polymeorphic
bands were presented in several primers of the mutants. In comparison with the original variety, variants were
classified into four groups through UPGMA analysis. A group has mutation trait in panicle length, B group in plant
height and ¢ group in 1,000 grain weight. Among mutants, no. 46 and 147 was ranked as salt tolerance and the
malonaldehyde content of these mutants was more increased than that of original variety. Valuable mutants
obtained will be useful for developing new cultivars and for studing gene function in molecular level.
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Table 1. Some agronomic characters of donor cultivar Suwon 345
and variants selected in M, generation.

Plantheight Paniclelength 1,000 grain

Entries oy {em) weight () Lodeing’
S‘;‘:;’" 654407 204404 250412 =
41 532406% 200408  2W3+0TEE  **
45 582406 184+05%  217+14% o
46 672+08  200+05 21.5+13% *
47 S78+08% 1464054 213403 worox
48 588+0.9% 210+06  210+08* o
49 584+10%% 149+03%% 203+02% worox
0 592+08% 210+406  234+08 o
95  816+12%% 180+06%  20.140.1% *
96 J08+10% 188+04%  10.140.1% *
97  618+13% 100405  22.8+04* o
98 758+08% 206+04  240+02 ok
147 638+1.0  222+4064* 233402 wx
148 702+07% 22.5+04%  223+03* *

The values are means of five replicates.
#» ##% Indicated the significant at 5 and 1% level, respectively.
“ **x Resistance {0 —1), ** Intermediate (3— 53, * Sensitivity (7—93

Cont. My-42

Figure 1. Varicus types in panicle {A}) and grain shape (B).
Cont.. Suwon 345.
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Table 2. Fercentage of polymorphism on each primer by RAFD
analysis.

. No.of No.of g
*I{)Ilajfnn:r amplification polyvmorphic  Folymorphism
products (a) products (b} {bfax 100}

OPE-C02 g 3 333
OPE-C3 f o
OPE-08 12 4 333
OFE-16 11 5 455
OPE-18 g 2 250
OPE-20 7 3 42.8
OFF-G2 10 4 400
OFF-12 5 1 2072
OFF-16 13 9 692
OPG-07 10 7 T00
OPG-10 10 1 100
OPG-17 11 5 455
OFH-05 g 1 125
OPH-C7 10 3] 600
OFPH-0% g 4 44 4
OFPH-12 14 o
OFH-13 10 4 400
OPH-14 9 4 44 4
OFH-15 7 2 286
OFH-16 11 & 545

Total 150 71

* Accession number of Operen Co,Ltd. iIn US A,
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148. M: Marker: Lamda DNA + HinJll + Pstl. Arrows indicate
specific band observed in variants.
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Figure 3. Dendrogram from UPGMA cluster analysis based on
Similarity Coeefficient Matrix using 190 RAPD markers of 14
entries. Con: Suwon 345.
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Figure 4. Comparison of malonaldehyde content in leaves of Suwon
345 and i M8 mutants grown in the presence of 1% NaCl. Rice
seedlings were grown for 30 days. Cont. Suwon 345. Vertical bars
represent standard errors. *: Significant at 5%.
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Figure 5, Seedlings of contrel, Suwon 343 and its mutant grown in
the solution containing 1% NaCl for 3 weeks. Cont.: Suwon 345.
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