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Abstract

The kinetics of dimerization of a newly synthesized thyroglobulin (Tg), the precursor protein in the manufacture
of thyroid hormone, was investigated in the endoplasmic reticulum of thyrocytes FRTL-5 cell line. The folded
monomeric Tg was first detectable in a conformationally unstable form, from the examination of lysates of pulse
labeled cultured thyrocytes by denaturing and nondenaturing gel electrophoresis by 15 min after biosynthesis. The
first dimeric Tg was formed by 30 min after; the monomer declined and the dimer progressively increased, and 40
min after remarkable dimeric Tg form was found. Finally, dimerization was complete at 60 min after.
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Fig. 1. Kinetics of Tg dimerization by 2-D gel analysis
and quantitation of Tg dimerization.
A) Culture cells FRTL-5 were pulse-labeled with [°S]-
Met for 5 min at 37°C for the indicated times, chased
and lysed, and analyzed by 2-D PAGE. B) Tg bands in
panel A were quantitated by scanning densitometry. The
sum of the density in Tg bands at each chase time was
assigned 100%. U, unfolded monomer; M, folded mon-
omer; D, dimer.
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