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Abstract : A sensitive and easy high performance liquid chromatograph (HPLC) // electrospray
ionization (ESI)-mass spectrometric (MS) method has been developed for the quantitative and
qualitative analyses of acarbose and its metabolites. After plasma samples were simply filtered with a
syringe filter, the filtered plasma was analyzed by LC/MS. The standard calibration curve for acarbose
was linear (1*=0.9963) over the concentration range 0.1 ~ 10 pg/ml in plasma. The metabolite
component-I and II, which were metabolized by the a-amylase and (B-amylase, were found also by in

vitro incubation. The developed method can be utilized to study acarbose and the other carbohydrates.
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Acarbose (0-4,6-dioxy-4-[(1S, 4R, 5S, 6S)4, 5, 6
trihydroxy-3-(hydroxymethyl)-2-cyclohexen-1-yl]-a-D-gluc
opyranosyl-(1—4)-O-a-D-glucopyranosyl- (1—

4)-D-glucopyranose) = VA& Fefdl= FAF 4T

574



On-line HPLC/ESI-MSE& ©

o
=)
)
rir
o
)
1:o{|
b
12

U2 a-glucosidasedl] 2]+
35 JAFeEZAN A T FF
t}! Sulphonylurea 7, buguanide 7 5
Vﬂﬂ' oln] FsHE ¥YIXE Hojrg

FA s Al w8
# o] %_Vb’\]ﬂ' ¢ HIRHE FANAT
AABAZ JEE] ARREI Qo Ty
19943 58] Al gl

>
re
>,
off

ot AN pr

{0

¥

-
o

ox M o S
4
fot,
it}
Lo,

0}

N
_YJ_,
ool e et
e
i

2 |0 oft fr
ok O

2
T o 2

Component-II

HOH, Hy HOH, HOH,
H
H N o o OH
' '
HO OH HO OH i HO OH |

HEHO OH

B -Amylase o -Amylase

Component-I
Ci3H3NOg CigH3NOy3
Mol. Wt: 321 Mol. Wt.: 482

Fig. 1. Structure of acarbose and its metabolites
(component-I and II).
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Fig. 2. ESI mass chromatograms and spectrum of acarbose ; (a) total ion chromatogram ; (b) and (c)
extracted ion chromatograms ; (d) full scan mass spectrum.
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Fig. 3. ESI mass chromatograms and spectrum of
(d) full scan mass spectrum.
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Fig. 4. ESI mass chromatograms and spectrum of Component-I ; (a)~(c) extracted ion chromatograms ;
(d) full scan mass spectrum.
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Fig. 5. Calibration curve for the quantitative analysis of acarbose.
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