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Table 1. Biochemical characteristics of Vibrio isolates and type strains determined by Vitek system

Strains DP URML IN AR TL OF CI MN AI GL MA XY CO AR AC TD RA H,S LY ES PX SOONORN PL LA SU RH OX
TL1-1 + -+ - - N+ - + - + - - = - - - - - 4 - - - - = - - + = 4+
TL4-1 - —+ - + - + + 4+ - - 4+ + - - + - - - — 4+ - - - - - 4 = - =
TL6 - -+ - - = + - + - 4+ - - = - = - —- - 4 - - - - - - + - 4+
TL7-2 - -+ - - -+ - + - 4+ - - - - - - - - 4 - - - - - - - 4+ - 4+
TL12 + -+ - - N+ - + - + + + - - = - - — 4+ + - - - - - - 4+ - -
TL15 + — + — - N + - + - 4 - — - - - - — - 4+ - - - - - = - 4+ - -
TL19 + + + — - N + + + - + + + - — 4+ - 4+ - + + - - - - + - + - +
TL21-1 + - + - - N+ - + - + - - - - - - - - 4+ - - - = + - + - -
TL21-2 + - + - - N 4+ - + - 4+ - = 4+ - = = = -~ 4+ 4+ - = = - - + - -
TL23 - -4+ - =N+ - + - + - - - - = = - - 4+ - - - - = - - 4 -

TL27 + — + = = N - + = 4+ = - = - — - - - 4+ - - - - - - - + - - +
TL33 + -+ - - N+ - + - + - - - - = = — — 4 = = = = - - - 4 -

TL36-2 + — + - = N + - + - + - - - - - - - — 4 - - - - 4+ - — 4+ - -
TLA3 + -+ - + N+ - + - + - - - - - - - - 4+ - - - - + - - - = 4
TL50-3 + -+ - - N+ - + - + - - + - - 4+ 4+ + + + - - - + - - + = -
TL56 - -4+ - - N+ - + — + - - - - - - - - 4 = = = = - - — 4+ - -
TL57-1 + — + - = N + - + 4+ + + - 4+ - + + + + + + - - - + + - + - -
TL57-2 + -+ - - N+ - + - + - - = = = = - 4+ —- = - = - - - 4+ - -

TL74 + -+ - - N+ - + - + = = = = = = - - 4+ - - = - - - - 4 - +
TL78-2 + -+ - = N + - + - 4+ - - = = = = = - 4 = = - = - ~ — 4 - 4
TL78-3 + - + - - N+ - 4 - + - - + - - - - - 4+ 4+ - - - 4+ - - + - -
I‘;‘gﬁ’?gggms -+ - =N+ - + - + = = - - - - - - 4 = = = = - - - 4+ - +
Vproeoticns LN ¢ o b o4 - — o m oo oo m oo oo o
nggl}%e (;;cT)ly ticus _ + + - - N+ - + - 4+ = = = = = = = - 4 - - - - - - - - - 4
I‘ég"'[l‘g;lsl;f + -+ - + N + + + - 4+ = - - 4+ - - - - - - — — + - - - 4+ - +
X;glgg;?&”r + -+ - - N+ - = -+ - = = = - - - - 4+ - - - 4+ 4+ - - - -

DP, 2'-hydroxydiphenylether; UR, urea;

ML, maltose; IN, inositol; AR, L-arabinose; OF, acid production from glucose; CI, citrate; MN, mannitol;

AD, adonitol; GL, glucose; MA, maltose; XY, xylose; CO, p-coumaric; AR, arginine dehydrolase test; AC, acetamine; TD, tryptophane; RA,
raffinose; H,S, hydrogen sulfide test; LY, lysine dehydrogenase test; ES, eculine; PX, polymyxin B test; SO, sorbitol; ON, O-nitrophenyl-5-D-
galatopyranoside; ORN, ornithine decarboxylase test; PL, inoxyl--D-glucoside; LA, lactose; SU, sucrose; RH, rhamnose; OX, oxidase; N, not
determined; IFO, Institute for Fermentation, Osaka; KCTC, Korean Collection for Type Cultures; ATCC, American Type Culture Collection;

IMSNU, Institute of Microbiology Seoul National University
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Table 2. Comparison of identification results by Vitek and MIDI
systems

Strains Vitek MIDI

TL1-1 V. alginolyticus UN*

TLA-1 UN V. proteolyticus
TL6 V. alginolyticus UN

TL7-2 V. alginolyticus UN

TL12 UN UN

TL15 V. alginolyticus UN

TL19 UN V. fluvialis
TL21-1 UN V. metschnikovii
TL21-2 V. cholerae non-O1 UN

TL23 V. alginolyticus UN

TL27 V. alginolyticus UN

TL33 V. alginolyticus V. alginolyticus
TL36-2 V. cholerae non-O1 UN

TLA3 V. parahaemolyticus ~ UN

TL50-3 V. cholerae non-O1 V. alginolyticus
TLS56 V. alginolyticus V. metschnikovii
TL57-1 UN UN

TL57-2 V. alginolyticus UN

TL74 V. alginolyticus UN

TL78-2 V. alginolyticus UN

TL78-3
“UN, unidentified

V. cholerae non-O1 UN

catalase ¥golH, &54S YeRASIh iR FFE°] 0%-
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Table 3. Cellular fatty acid compositions (mol%) of Vibrio isolates and type strains

strains 12:0 12:0 30H 14:0 15:0 16:0 ISO 16:0 17:1 w8c 17:0 18:0
TL1-1 3 3 5 2 1 15 2 2 1
TLA-1 3 3 5 0 0 17 0 0 2
TL6 3 4 6 2 1 16 2 2 1
TL7-2 3 3 6 2 0 14 2 2 2
TL12 3 3 5 2 1 13 3 2 3
TL15 5 4 1 2 0 11 2 2 0
TL19 3 3 5 1 0 18 1 1 1
TL21-1 4 2 5 0 0 18 0 0 2
TL21-2 3 0 6 2 2 15 2 2

TL23 2 3 5 1 6 13 2 1 1
TL27 1 1 9 5 6 29 8 1 1
TL33 4 4 6 0 0 16 0 0 1
TL36-2 4 2 5 1 5 17 0 1 1
TLA3 3 11 5 2 2 14 2 2 2
TL50-3 4 4 7 0 1 10 0 0 1
TL56 4 3 6 1 0 17 0 1 1
TL57-1 3 0 6 1 0 16 0 1 1
TL57-2 0 0 0 1 0 10 0 2 6
TL74 3 1 3 3 1 22 7 4 1
TL78-2 3 3 5 2 1 14 2 2 1
TL78-3 3 3 5 2 2 13 2 2 1
V. alginolyticus IFO15603" 0 0 2 0 2 5 0 0.6 13
V. proteolyticus ATCC153387 0 0 0 0 0 24 0 0 0
V. parahaemolyticus ATCC17802" 4 0 7 3 0 27 0 0 1
V. fluvialis KCTC2573" 5 0 7 3 0 23 0 0 1
V. vulnificus ATCC37564" 0.3 0 2.6 0 1 16 1.2 0.5 03,

12:0, dodecanoic acid; 12:0 30H, 3-hydroxydodecanoic acid; 14:0, tetradecanoic acid;, 15:0, pentadecanoic acid; 16:0 ISO, 14-
methypentadecanoic acid; 16:0, hexadecanoic acid; 17:1 w8c, cis-9-heptadeconoic acid; 17:0, heptadecanoic acid; 18:0, octadecanoic acid; ND, not
determined; IFO, Institute for Fermentation, Osaka; KCTC, Korean Collection for Type Cultures; ATCC, American Type Culture Collection;
IMSNU, Institute of Microbiology Seoul National University.
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Table 4. Automated systems for identification of Vibrio species

No. matched (%) by indicated test

1. Gerhardt P, R.G.E. Murrary, R.N. Costilow, W.A. Wood, N.R.
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V. metschnikovii 0 2 Microbiol. 37, 1967-1970.
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acids. J. Clin. Microbiol. 16, 584-586.




66 Ju-Lee Kown and Jin-Sook Park Kor. J. Microbiol

5. O'Hara C.M., G.L. Westbrook, and J.M. Miller. 1997. Evaluation of D.C.
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ABSTRACT: Comparison of Automated Systems for Identification of Fibrio Species
Ju-Lee Kown and Jin-Sook Park (Department of Microbiology, Hannam University, Deajon

300-791, Korea)

Twenty one Vibrio strains were isolated from costal water and their phenotypic properties were determined.
We identified bacterial isolates by using automated identification systems, Vitek and MIDI, and compared their
identification results with each other. The comparison of them provided identical species information for only
one isolates, TL33( ¥V alginolyticus). From Vitek and MIDI, 16 (76%), and 6 (29%) out of 21 isolates were iden-
tified to the species level, respectively. Vitek was more useful than MIDI for identification of Vibrio species.



