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Abstract

It is impotent to identify the causative agents of abortion in equine for minimizing the loss of
breeding costs in equine industry. Recently, the abortion has often occurred in equine herds and
thus the purpose of the study was aimed at the identification of equine herpesvirus—1, one of
the frequent pathogens to abortion, using polymerase chain reaction. Six fetuses to be aborted
at nine to ten months in pregnancy reared in six herds were used in the study. Two primers in
the PCR were made from glycoprotein B gene of EHV-1. The primers specific for EHV-1
amplified 1880 bp of PCR products from DNA extracts from thorax fluids, livers, lungs, and
spleens of four in six aborted fetuses. Consequently, PCR could be applied to diagnose the
abortion of EHV~1 and also confirmed to play a major role of the viral pathogen associated
with equine abortion in Jeju island.
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Table 1. Main clinical history of pregnant mare
with abortion used

Case ' Abortion Vaccination Cl?nical
No time(months) signs
1 10 i ND”
2 1 ND
3 1 ND
4 10 1 ND
5 9 1 ND
6 10 1 ND

* Number of injection with EHV-1 and
EHV-4 combined vaccine during preg-
nancy.

™ Not detected.
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Fig 1. PCR products of purified chromoscmial DNA extracts obtained from thoracic fluids of aborted
fetuses and from reference strains of EHV type~1. PCR products were electrophoresed on a
2% agarose gel and stained with ethidium bromide. Lane M, molecular size standard(1-kb
DNA ladder : US 73321} ; Lane 1. positive control (AustiV) ; Lane 2 to 7. fiuid of thorax.

Table 2. Amounts of PCR products of equine
hervpesvirus-1 against different mate—
rials collected from aborted fetuses

Case Amounts of PCR product
No  Liver Hydrothorax Lung Spleen
Wv] +4+ +++ +++ +;‘
2 e et e e+
3 +++ +++ +++ +++
4 - _ - —
5 — _ -
6 +++ +++ +++ +++

“+++, gbundant signal; ++, moderate; +, weak
signal ; -, negative signal.
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