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Fig. 1. The variation of total bacterial number, DOC and Chl. a in the
Lake Sovang from April, 1998 to May, 1999( O - O, DOC;, @ - @,
Chl.a; A -2 AODC),
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Fig. 2. The vanaton of ptl and teroperature in the Lake Soyang from

April, 1998 to May, 1999( O - O ,pH; @ - @ , Temperature).
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Fig. 3. The bacterial numbers of each Eubacteria group in the Lake
Soyang from April, 1998 to May, 1999( O - O, Proteobacteria alpha-
group; @ - @ , Protecbactena beta-proup; & - A, Proteobacteria
gamma-group; A -& , Cyiophaga-Flavobacierium group ).
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Table 1. Pearson conelation coefficients between bacternial com-
munity and envirommental factors at 0 m in the Lake Soyang from
Apnl, 1998 to May, 1999

Bacterial groups factor o i FZ;}'ZZJZ ilfeé:a;m
DOC (ppmy} —0.583*% 0376  0.013 -0.362
Chl. a{mg ' m) 0071 £116 -D.&30* (014
pH 0.541% 0443 0275 0.672*
Temperature (°C) 0.654  0.665% —.24] 0.658*

*Significant at p<0.05
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ABSTRACT : The Bacterial Communities Structure and Its Environmental Determinants in Lake
Soyang

Dong-Joo Kim, Sun-Hee Hong, Seung-Ik Choi', and Tae-Seok Ahn*(Department of Envi-
ronmental Science, Kangwon National University, Chnnchon 200-701, Korea, 'Department. of
Environmental Health, Seonam University, Namwon 590-170, Korea)

The temporal variation of bacterial community and environmental factors, affecting on bacterial community
structure were estimated monthly from April, 1998 to May, 1999, Bacterial community structures were deter-
mined by in sifu hybridization with rRNA-targeted fluorescently labeled oligonucleotide probes (FISH} and
epifluorescence microscopy; and the statistical analysis was done by SPSS program. The oligonucleotide
probes used in this study were EUB338, ALF1b, GAM42a, and CF. In surface water, ¢-group was related to
only DOC (-0.538, p<0.05) and Chlorophyll a concentration was related to y-group (~0.630, p<0.03). Also,
B-group and Cyvtophaga-Flavobacierium group were related to water temperature as 0.665, and (.685
(p<0.05). Between pH and [-group, there was a positive relationship (0.541, p<0.05), and Cyiophaga-Fla-
vobacterium group was represent to correlation (0.672, p<0.05). The bacterial community in Lake Soyang
was diversly changed by the seasonal variation of several agquatic environmental factors.



