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Table 1. Distribution of body types in Korean native dog breeds (k¥ %8} et ao., 1990; Haet al,, 1997)

Tongue | Dew Ear (%) Tail (%) Stop (%)
Species Nt o | ctaw Half Down- ,
-| of dogs %) %) Erect erect Drop ward Upward | Curled | Shaflow | Middie | Deep
Sapsaree 300 | 20 183 | 00 10 | 990 | 85 | 419 | 496 | 00 00 100
Jindodog - | 210 19 36 57 57 00 00 | 464 | 536 | 00 00 100
Chejudodog | 125 24 40 12 | 12 16 32 ) 848 | 120 | 00 24 | 976
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Fig 1. Asian native dog breeds
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Fig 2. Relative position of 1 dog breeds defined by the principal componets of the distance matrix
based on variance analysis of gene frequency at 1 polymorphic loci

1. Hokkaido dog, 2. Akita dog, 3. Kai dog, 4. Kishu dog, 5. Shikoku dog, 6. Shiba dog(san’in), 7, Shiba dog(Shinshu),
8. Shiba dog(Mino), 9. Shiba dog(Shiba Inu Hozonkai), 10. Mikawa dogs, 11. Tanegasima dogs, 12. Yakushima dogs,
13. Amamioshima dogs, 14. Iriomotejima dogs, 16. Mie hunting dogs(Shima), 16. Mie hunting dogs(Nanto), 17.
Tsushima dogs, 18. Iki dogs, 19. Ryukyu dog(Yanbaru), 20. Ryuku dog(Ishigaki), 21. Jindo dog, 22. Sapsaree, 23.
Chejudo dog, 24. Taiwan native dogs, 25. Banglodesh native dogs, 26. Chin, 27. Pug, 28. Chow Chow, 29. Pekingnese,
30. Pointer, 31. Maltese, 32. Boxer, 33. German shepard, 34. Scottland Sheepdog, 35. Beagle, 36. Pomeranian, 37.
Poodle, 38. Dogberman Pinsher, 39. Poodle, 40. Dachshund, 41. Yorkshire Terrier, 42. Dalmatian, 43. Cocker Spaniel,
44, English Setter, 45. Nihon Spitz, 46. Middle-Asian Sheepdog, 47. Caucasian Sheep dog, 48. Kaika, 49. Eskimo dog,
50. Siberian Husky(American); 51. North Sahalin native dogs (Tanabe, 1996)
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Jindo dog
Sapsaree 8 =
Taiwan
8
Sahalin *
— 4
HAD aé
Shichu et 2 ) ;
Akita 2 0
, s
Hokkaido .2
Kishu ’ 4
Eskimo
-6
Shiba
-8
-10 -6 o 6 10
019 00% 0 — axis 1 (18%)

Fig 3. Phenogram showing the genetic  Fig 4. Relative position of 11 Asian dog populations defined by the first

distance among 11 Asian dog population  (axis 1) and the second (axis 2) largest principal components based on

from the gene frequencies of 9 variable  correlation matrix from gene frequency at 9 microsatellite loci.

microsatellite loci (7], 1998) 1. Sapsaree, 2. Jindo dog, 3. HAD, 4. Kishu dog, 5. Hokkaido dog, 6.
Akita dog, 7. Shiba dog, 8. Sahalin dog, 9. Eskimo dog, 10. Taiwan
dog, 11. Shichu dog (7, 1998)

Table 2. Standardized scores of the 11 dog populations for the first three principal components
(Kim et al., 1998)

. Principal component
Geoup Breed/population Tei d i
Korea (1) Sapsaree -1.9536 2.1460 1.8518
(2) Jindo dog | -5.1039 2.0860 4.7290
- (3)HAD -3.0711 -0.4010 -3.9230
Japan (4) Kishu dog -0.5872 -3.0616 3.8886
(5) Hokkaido dog -0.2348 -6.6486 15578
(6) Akita dog 2.2816 -4.6184 -1.5274
(7) Shiba dog 7.2942 2.71199 1.8658
Sahalin ( 8) Sahalin dog -4.4236 0.8678 -4.9570
Eskimo (9) Eskimo dog -0.3047 4.7286 0.7266
Taiwan (10) Taiwan dog 2.1935 1.3414 -1.7446
China (11) Shichu dog 3.9098 0.8399 -2.4677
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