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ABSTRACT : In order to evaluate the mutagenic potential of SDK(skin decontamination kit) produced by
Agency for Defense Development(ADD), were performed Salmonelia typhimurium reversion assay, chro-
mosomal aberration test on chinese hamster ovarian cells and in vivo micronucleus assay using mouse
bone marrow cells according to the established regulation of Korean Food and Drug Administration. In
the reverse mutation test using Salmonella typhimurium TA98, TA100, TA1535 and TA1537 did not in-
crease the number of revertant at any of the concentration tested in this study. SDK did not increase the
number of cells having structural or numerical chromosome aberration in cytogenetic test. In mouse mi-
cronucleus test, no significant increase in the occurrence of micronucleated polychromatic erythrocytes
were observed in ICR male mice intraperitoneally administered with SDK. These results indicate that

SDK has no rmutagenic effects under these experimental conditions.
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1981; Maroldo, 1989).
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Table 1. Reverse mutation test of SDK in Salmonella typhimurium

No. of His® revertants/plate

Group Dose S?
(mg/plate) mix TA98 TA100 TA1535 TA1537
Negative 0 - 21.33+3.217 119.00£30.81 22.67+0.58 8.33%+1.53
SDK 5 - 16.00+6.08 137.67+8.96 13.33+3.51* 5.00£1.00
1 - 19.33+3.06 150.00+2.65 20.33£1.53 9.33+1.53
0.2 - 16.67+5.86 207.67+34.49 24.33+5.13 8.67+0.58
0.04 - 17.33+3.21 200.67+15.31 25.33+2.31 9.33£2.52
0.008 - 18.67+14.29 175.33+20.60 20.33+£1.53 9.67+£0.58
2-AF” 10 pg - 44.0042.00*
1pg - 21.00£3.46
0.1pg - 15.67+£5.03
SAZ? 1pg - 435.33+41.50* 310.67+48.01*
0.1pg - 221.67+19.76* 261.33+36.30*
0.01 pg - 190.334+27.93* 249.334-70.47*
9-AAY 10 pg - 56.332:23.18*
1ug 15.67+6.11
0.1 g - 7.00+3.46
Negative 0 + 102.00t£22.61 206.00+17.52 19.67+3.79 11.33£2.08
SDK 5 + 100.00+26.46 170.33+14.47 13.67£0.58 7.33+5.78
1 + 132.67+5.69 215.33+5.13 21.00+3.61 10.67+2.52
0.2 + 157.00+24.02 220.00+6.56 23.33+1.53 11.67+0.58
0.04 + 133.001+4.36 196.67+34.65 24.67+1.15 12.00+5.00
0.008 + 146.33+7.02 194.67+31.64 20.67+1.53 12.00+1.00
2-AF 10pg + 1290.00+69.40* 396.33+11.59*
1ug + 291.00+34.87* 276.00+19.00*
0.1pg + 61.00+11.14 209.67+14.01
SAZ 1pg + 357.33+88.33
0.1pg + 134.00+27.87
0.01 pg + 120.67%4.16
9-AA 10 ug + 91.67+28.59
1ug + 12.00-+4.36
0.1ug + 11.00+1.00
“), Prensented mean+S.D.; b), 2-aminofluorene; . Sodium azide, d), 9-aminoacridine.
*, significantly different from negative control (p<0.05).
Table 2. Chromosomal Aberration Test of SDK on CHO-K, cell without metabolic activation
Dosc  Time Obsered No. of Structural Aberrations TAG TA Polyploidy
Compound (ng/ml)  (hr)° cell ctg csg ctb csb cte cse Frg (%) (%) lX(%)
Negative Control 0 24-0 200 2 1 0 2 1 1 0 7 (3.5) 4 (2.0) 1(0.2)
Vehicle 0 24-0 200 2 1 1 0 2 0 0 6 (3.0 3 (15) 2 (0.4
5.0 24-0 200 2 1 1 1 1 2 0 8 4.0) 5 (25) 1 (0.2)
SDK 2.5 24-0 200 2 2 1 0 1 1 0 7 (3.5) 3 (1.5) 2 (0.4)
1.25 24-0 200 2 1 0 1 1 0 1 6 (3.0) 3 (1.5) 1 (0.2)
Mitomycin C 0.03 24-0 200 9 () 4 5 14 13 5 56 (28.0) 41 (20.5) 3 (0.6)
Negative Control 0 48-0 200 2 1 0 1 2 0 1 7 (3.5) 4 (2.0 2 (0.9)
Vehicle 0 48-0 200 2 2 1 0 2 1 0 8 (4.0) 4 (2.0 2 (04)
5.0 48-0 200 2 1 2 1 1 1 0 8 (4.0 5(25) 1 (0.2)
SDK 2.5 48-0 200 2 2 0 1 1 0 1 7 (3.5) 3 (1.5) 2 (0.9)
1.25 48-0 200 2 1 1 1 0 1 1 7 (3.5 4 (2.0) 2 (0.4)
Mitomycin C 0.03 48-0 200 21 11 15 10 15 12 4 88 (44.0) 56 (28.0) 4 (0.8)

“Contact-Recover, "Polyploidy cells per 500 mitoses/dose.

ctg: Chromatid Gap, csg: Chromosomal Gap, ctb: Chromatid Break, csb: Chromosomal Break, cte: Chromatid Exchange, cse: Chromosomal

Exchange, Frg: Fragmentation

TAG: Total number of Aberrant cells including Gaps, TA: Total number of Aberrant cells excluding Gaps.
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Table 3. Chromosomal Aberration Test of SDK on CHO-K, cell with metabolic activation

No. of Structural Aberrations

Dose Time Obsered TAG TA Polyploidy
Compound S9

p (ug/ml)  (hr)® cell ctg csg ctb csb cte cse Frg (%) (%) (%)
Negative Control 0 6-18 - 200 2 1 2 1 1 0 0 7 (3.5) 4 (20 2 (0.4)
Vehicle 0 6-18 - 200 2 2 1 0 2 1 0 8 (4.0) 4 (20) 2 (04)
5.0 6-18 - 200 3 1 1 2 1 1 0 9 (4.5) 5 (2.5) 3 (0.6)
SDK 25 6-18 - 200 3 2 1 1 0 2 0 9 (4.5) 4 (2.0 2 (0.4)
1.25 6-18 - 200 2 2 0 1 1 1 0 7 (35) 315 2 (04)
Cyclophosphamide 5 6-18 - 200 4 2 1 0 1 2 1 11 (5.5) 5 (2.5) 3 (0.6)
Negative Control 0 6-18 + 200 2 2 2 1 0 1 0 8 (4.0) 4 (2.0) 2 (0.4)
Vehicle 0 6-18 + 200 2 1 2 0 1 2 0 8 (4.0) 525) 3 (0.6)
5.0 6-18 + 200 2 2 1 1 2 1 0 9 (4.5) 5 (25) 4 (0.8)
SDK 2.5 6-18 + 200 3 1 1 0 2 1 0 8 (4.0) 4 (2.0) 3 (0.6)
1.25 6-18 + 200 2 2 1 2 0 2 0 9 (5.0 5 (25) 3 (0.6)
Cyclophosphamide 5 6-18 + 200 13 5 7 4 8 5 2 44 (220) 26 (13.0) 5 (1.0)

“Contact-Recover, "Polyploidy cells per 500 mitoses/dose.

ctg: Chromatid Gap, csg: Chromosomal Gap, ctb: Chromatid Break, csb: Chromosomal Break, cte: Chromatid Exchange, cse: Chromosomal

Exchange, Frg: Fragmentation.

TAG: Total number of Aberrant cells including Gaps, TA: Total number of Aberrant cells excluding Gaps.
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Table 4. Results of micronucleus test in ICR male mice treated in-
traperitoneally with SDK

No. of
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Compound Route (nlx)go/ieg) I:Ig'm(;]f (hl/\Ii]:nPEED/ (%,

1000PCE) Mean+SD)

Vehicle® ip. 0 6 21409  45.6+3.6
SDK ip. 625 6 23415  454+42
ip. 1250 6 18+1.1  41.742.1

ip. 2500 6 20+15 448420
Mitomycin C  i.p. 2 6 52.0+£9.2* 31.9+4.2*

% MNPCE: Micronucleated polychromatic erythrocyte.

%, PCE: Polychromatic erythrocyte.

9, Vehicle: Saline.

*, Significantly different from mice treated with vehicle (p<0.05,
by Chisquare test).
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(TAG: Total number of aberrant cells including gaps)2]
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