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B34 F4el (Oryzias) 49 42 (0. latipes) ¢+ A F 5412 (0.
sinensis) & A& FAF wol W T FdBAE HInA G 16
£ (0. latipes) 1AAR F F 17AADA AT
A st Al Isozymed4 A 17709 &4 9 wlaach
29 fARE AEE A, AA FAAF Est-13 Est-3
E F 5% A= 34 A= (genetic marker) ot FAE AL F AR
Ak fAA wol7t 71 ke (Ho=0011, He=0.043), 9 S %A}
AAADY fAA #Holzl 713 Eskoh(Ho=0.114, He=0.124). &34t
AE] 114 A HE §44 Ho] Ax+ P=127%, Ho=0.029,
He=0.042, Wl &%) 57 Fde BF FAA WA=+ P=263%,
Ho=0.082, He=0.097% 77} ety sl FEA AT F44 we] A=
7t A A el wls] & 25MAE Egm dEA A FAA wol
HrE P=156%, Ho=0.073, He=0.0682 Jetytct @24 A9 o
24 $418 9o $A@BAE S=0761(D=0.243)2 JE} fAH o= F
g3 dole ERTeE AdEA, dEFAHS ALY F7 A3
TdA+E $=0648(D=0389) 2 kAl AFFE T4 FAH L3
FEE el

0

Key words: Oryzias, electrophoresis, genetic variation, genetic differentiation,
speciation

M B
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o] &4 EF AF Ajgto] spFdle] FH3 AFo] WLF o7 AEEAH B4 9
9 AYPANEE Ho] ALI]a Yvr Folth AFA FAHY AL EANE 122

| 3 -
2 43 $ov} Sakaizumigl Jeon(1987), Uwa2l Jeon(1987) 2 isozyme-4 3} EH?%‘
- 3

u}

4 Tdol dumls AVHIF FUILA $49F 21 gropel EATE
L%k Stk £ Kimdt Lee(192) & Fuf £43 4ILAE S5 $Ahe §
Yshe HAT A SAAY $ADHDE $42(0. latipes latipes) 2 A el 2

sk stAlel FEd= & }‘“/]“ -a—i"/& O. latipes sinensis$} 7rthste] %A}z g
B wp glow, F Kim# Kim(1993)& A A o4 ¢
3 ‘Q_—c‘ri’-i 2 5‘]-"4"1 42t el ¥ Oryzias latipesZ o] 4 A}
2]+ Oryzias sinensis® 37|34},

2 At itz FEIw Qv FAE(Oryzias latipes) A <3 & 45412 (0.
sinensis) A e Fu FAA o] @ E79 fAA ERAEE vs A} isozymed
AE A AL ok dEA £ (Oryzias latipes) A &b vlmF 22 ALL3}o]
ZEI3AAE =954}

ME 3 Hy

2 Ao 283 AR 8 Table 13 7ok

Table 1. Collection localities, date, and number of specimens of 2 species of the genus Oryzias.

Collection Localities No. of Collection Date
Specimens
O. latipes
1. Kangnung: Kangnung-shi, Kangwon-do 20 Aug. 30. 1993
2. Yongchong: Chayang-myon, Yongchon-gun, Kyongsangbuk-do 20 Nov. 02, 1992
3. Yongdok: Chuksan-myon, Yongdok-gun, Kyongsangbuk-do 20 Nov. 16, 1992
4. Chinyang: Ibansong-myon, Chinyang-gun, Kyongsangnam-do 20 Nov. 02, 1992
5. Yochon: Dolsan-up, Yochon-gun, Chollanam-do 9 May 06, 1993
6. Yongam: Yongam-up, Yongam-gun, Chollanam-do 14 May 04, 1993
7. Sachon: Sachon-up, Sachon-gun, Kyongsangnam-do 15 May 06, 1993
8. Kori: Changan-up, Yangsan-gun, Kyongsangnam-do 20 Mar. 27, 1997
9. Koje: Koje-up, Koje-gun, Kyongsangnam-do 19 Mar. 26, 1994
10. Chindo: Chindo-up, Chindo-gun, Chollanam-do 20 Mar. 25, 1994
11. Chido: Chido, Shinan-gun, Chollanam-do 20 Sep. 03, 1994
O. sinensis
12. Sochon: Maso-myon, Sochon-gun, Chungchongnam-do 20 May 06, 1993
13. Nonsan: Yangchon-myon, Nonsan-gun, Chungchomgnam-do 10 Oct. 28, 1992
14. Kochang: Hungduk-myon, Kochang-gun, Chollabuk-do 10 Oct. 29, 1992
15. Inchon: Yonsu-dong, Inchon 20 Apr. 08, 1994
16. Kanghwa: Hajom-myon, Kangwha-gun, Inchon 20 Apr. 09, 1994
O. latipes

17. Japan: Yaegasa Ota-City, Gunma Prefecture 12 Jul. 17,1994
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A7 g 2wy L Buth(1986) o Yang® Min(1990) 2 wlylo g ofAle &&% 1g
Ae AZdlo] DWeEe v &L 1:08F5& 3lo] glass homogenizeri upa L A
2 AL 7 E o] & 18,000rpmo 2 30%-Fet AR AFAE &, AVGF
Agg AHL3tder, A3 E-e Tris citrate(pH 8.0), LIOH(pH 8.1), Poulik(pH 8.2),
Tris malic(pH 7.4) buffer 5& A}-&3}¢] 12% starch gel A7) F &L ARX| gt A
71%9& Z£7-2 Table 29} Zot A7jds F dojA 2 &4 o vjaschyade] 27
AEFAL o) &3e 4 AAE FARAYE F9sm BIOSYS-1 program(Swofford
and Selander, 1981)-& o]-& 3o z+ A cbe] ofy] gl xkul £ (allele frequency), B3
gul £ (% polymorphism) % o] g A 3=yl = (heterozygosity) e TF3te] 4 Ak
FAA wlo] AxE F3lgich(Selander, 1976). 2+ A7k $-dA Zd#A £ Rogers
(1972) 9] FAA TAX(S) < Nei(1972) 9 FA A Ao]X(D)E + o UPGMA
ul ] (Sneath and Sokal, 1973) 22 dendrogram-2 A sked wlm A E 3o},

Table 2. Buffer systems and stains for electrophoresis.

Buffer System E. C. No. Enzyme Volt/Time
TCH 2.7. 4. 3 Adenylate Kinase(Ak-1,2) 100V/3hrs
2.7. 3. 2 Creatine kinase(Ck-1,2,3)
1.1.99. 5 a-Glycerphosphate dehydrogenase{aGpd-1,2)
1.1. 1.42 Isocitrate dehydrogenase(ldh)
1.1. 1.27 Lactate dehydrogenase(Ldh-1, 2)
1.1. 1.37 Malate dehydrogenase(Mdh-1, 2, 3)
2.6.1. 1 Glutamate oxaloacetate transaminase(Got-1)
Poulik 4.2. 1. 3 Aconitase(Aco) 200V/3hrs
1.1. 1.40 Alchol dehydrogenase(Adh)
1.9. 3.1 Indophenol oxydase(lpo)
LiOH 3.1. 1.1 Esterase(Est-1, 2, 3) 250V/3hrs
General protein(Gp-1, 2, 3, 4)
3.4.11. 11 Peptidase(Pept-1, 2)
5.3. 1. 9 Phosphoglucose isomerase(Pgi-1, 2)
™M 2.6. 1. 1 Glutamate oxaloacetate transaminase(Got-2) 100V/5hrs
1.1. 1.40 Malic enzyme(Me-1, 2)
1.1. 1.44 6 Phosphgluconate dehydrogenase(6Pgd)
€ 1

dxAb FAE S o 2

b Ol')l

of o)t isozymed-A A 17749 a4 o H]E*‘PHHZJ
NA F 32A FAAEZT AR 4 FAA A AHAAUEE 7 AdE
Table 37 Zch F 3249 FAHAAF 8AH FARA(2%) = S dF5AE 2%
257 9% Ay dA=E welsh AF gt

1
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Table 3. Allele frequencies of 2 species of the genus Oryzias.

O latipes O. sinensis 0. I(Jap)
Locus 1 2 3 4 5 6 7 8 9 10 11 12 13 14 15 16 17

DH a ,050
b 1000 625 1000 .950 1.000 1000 1000 1.000 1.000 1.000 1.000 675 .800 .350
¢ 1.000
d 375 325,200 650 1.000 1.000
PGM 100 025
b 1000 1000 .85 1000 1,000 1000 1.000 1.000 1000 .800 1.000 600 650 450
¢ 150 050 1.000 1000 400 .250 525 1.000
d 150
k1 a 875
b 1000 1000 1.000 1,000 1.000 1.000 1000 1.000 1.000 1000 1.000 1.000 1000 1.000 1000 .124 1.000

CK2 a 1000 1000 1000 1.000 1000 1.000 1.000 1000 1.000 1000 1.000 1.000 1.000 1000 1000 1.000 1.000

CK3 a 1000 1000 1.000 1.000 1000 1000 1.000 1000 1000 1000 1.000 1.000 1000 1000 1000 975 1.000
b 025

AK2  a 1000 1000 1000 1.000 1000 1000 1000 1000 1000 1.000 1.000 1.000 1.000 1000 1.000 1.000 1.000
MDH-1 a 1000 1.000 1.000 1000 1000 1,000 1000 1.000 1000 1000 1.000 1.000 1000 1.000 1.000 1.000 1.000

MDH2 a 025 050
b 1000 1.000 1.000 1000 1000 1000 1000 975 1000 1000 1.000 1.000 1.000 1.000 950 1.000 1.000

MDH-3 a .875 1.000 1.000 1000 1.000 1000 1.000 1000 1.000 1000 925 1.000 1000 1000 1.000 1.000 1.000

b 125 075
LDH1 a 083
b 1000 775 1000 975 778 1000 1.000 1.000 1.000 1000 1.000 075 833
¢ 225 025 222 1.000 1.000 1000 925 1.000 .083
LDH2 a .250
b 1000 1000 1.000 2000 1000 1.000 1000 1000 1000 .750 1.000 1.000 1.000 1.000 1.000 1.000 1.000
PGH  a 025
b 125 .200
¢ 1000 775 1000 1000 1.000 1000 1000 1.000 1000 1000 1.000 475 400 .750
d 225 375 400 250 1000 1.000 1.000
Pgi-2 a
b 1000 1000 1.000 1000 1000 1000 1000 1.000 1.000 1.000 1.000 1.000 1.000 1.000 1.000 1.000 1.000
6PGD a 111 184
b 1000 1000 1.000 1000 778 1,000 1000 1.000 .816 1000 1.000 1.000 1000 1000 1.000 1.000 1.000
¢ a1
GOT1 a 056 050
b 1000 1000 1.000 1000 944 1000 1000 1.000 .763 1000 1.000 850 .600 1.000 1.000 .950 1.000
¢ 237 150 400
GOT-2 a 175 250 100 300 1.000 1.000
b 1000 444 94 1000 900 1.000 1.000 1.000 .750 .900 .700 583
¢ 1000 .825 1.000 55 036 100 417
EST-1  a 1000 1.000 1.000 1000 1.000 1000 1.000 1.000 1.000 1.000 1.000
b 975 1000 1000 900 1.000

¢ 025 100
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Table 3. Continued
O. latipes O. sinensis 0. I(Jap)

Locus 1 2 3 4 5 6 7 8 9 10 11 12 13 14 15 16 17
EST-2  a 050 .100 100

b 175 070 550 275100

¢ 225 250 .350 900 725 900

d 1000 600 1000 1.000 1000 1.000 1000 1.000 1000 1.000 LOOO 1.000
EST3  a .250

b 150 233

¢ 250 675 033 050 350

d 417

e 1000 700 1.000 325 1000 929 .97 950 1.000 1000 .500

f 050 071

g 1000 1.000 1000 1.000 1.000
ADH a 1000 1000 1.000 1000 1000 1000 1.000 1000 1000 1000 1.000 1.000 1000 1000 1.000 1.000 1000
PO a

b 975 825 1000 1.000 1000 .94 1000 1000 1.000 1000 1.000 175 130 025 1.000

¢ 025 17 036 825 850 1.000 975 1.000
GP-1 a 1000 1.000 1000 1000 1000 1.000 1.000 1000 1000 1000 1.000 1.000 1000 1.000 1.000 1.000 1000
GP-2 a 1000 1000 1000 1000 1000 1000 1.000 1.000 1.000 1000 1.000 1.000 1000 1.000 1.000 1.000 1.000
GP-3 a 975 8% 1000 1000 1.000 964 1000 1000 1.000 1000 1.000 .175 .150 025 1.000

b 025 175 036 825 850 1000 975 1.000
GP4 a 1000 1000 1000 1000 1000 1000 1000 1000 1.000 1000 1.000 1000 1000 1000 1000 1.000 1.000
ACO a 0711 067 025

b 175 100 1000 1.000 929 267 395 1000 1.000 950 1000 .850 1000 1.000 .542

¢ 1000 .775 900 667 1000 .605 025 150 458

d 050
aGPDl  a 100 450

b 600 400 550

¢ 1.000 1.000

d 1000 1000 1.000 1000 889 929 1.000 1.000 1000 1000 1.000 300 .150 430

e o .0n 1.000
AGPD2 2 1000 1,000 1000 1000 1000 1000 1.000 1000 1000 1.000 1000 ‘1.000 1.000 1.000 1000 1.000 1.000
PEPT1 a 1.000

b 1000 1.000 1000 1000 1.000 964 1000 1.000 1000 1.000 1.000 300 075 875 1.000

¢ 760 .600

d 036 300 100 925 125
PEPT2 a 050

b 575 950 1000 150 1000 1000 1.000 211 675 1000 1.000 1000 .850 025

¢ 425 850 1.000 .789 .325 150 975

d 1.000 1.000
MEl a 050 1000 571

b 775 1000 1.000 950 499 200 800 1000 .900 1.000 372 .250 .150 .700 1.000

¢ .22 800 200 100 625 750 850 300 917

d 083
ME2 2 750 1000 1.000 1000 1.000 1000 1.000 1.000 1000 1000 900 1.000 1000 1000 1.000 1.000 1.000

b .250 100 -
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FAbel 110 A<k 739 Idh, Pgm, Mdh-2, Mdh-3, Ldh-1, Ldh- 2, Pgi-1, 6Pgd,
Got-1, Got-2, Est-2, Est-3, Ipo, Gp-3, Aco, aGpd-1, Pept-1, Pept-2, Me-1, Me-2%
2070 A =H(625%) A #Hol& el ATl Pgi-1, Est-2% oA A holAub Ldh-2
+ A=A, Mdh-2% ngxteldat HolE 293w Mdh-39 Me-2% 723 x
A tell A vt 6Pgd, Got-12 A3 AAADeAgt WolE Jebych odaAcley A
v T UEAY Aol E Reol: $AAF Idh Ldh- 1 Got-2, Ipo, Pgi-1, Est-2,
Gp-3ell A A EFA 27 Jeldls FAYUARAE HF 20%F= 245 ggod,
Ldh-12 A %3 AAATAA, Gp-35 2%, Aol dNEEAze g
et A3 A, AA, AA, Ax, A=A Got-29AAE AN}
NEEAT ) NP AA(Got-20) % 7A Aoz Jehd eix Aeks zo] =
2ot dR2Ae AY Idh, Pgi-1, aGpd-1, Pept-2 A =bo A 29 4 A2l
3 i dx o] FE3 Ao)F mglow IdhS Ldh-13, Est-32, Me-1d= 323t}

F2e SRS A S+ Idh, Pgm, Ck-1, Ck-3, Mdh-2, Ldh- 1, Pgi-1, Est-
1, Est -2, Got-1, Got-2, Gp-3, Ipo, Aco, aGpd-1, Pept-1, Pept-2, Me-1o]4] ®o]Z
Bglem o F Est-2 §AAE 53w XA el Jeludo. Idh, Pgi-l,
Got-2, aGpd-1, Me-1 5 S5AFAAY 7L A3 FFAte wo] s mx by
vel 2 3 A A s el Feld AolE B@om aGpde A$ aGpdt:
A 723 FAG 259 dYPAAAct Gp-39] A =#HolE wq] AA, =4 A

AATE FAHA D) Zngle FARUA(Gp-32)F o FAFAALH(Gp-32b) =
EF shAla Qo] A%, 93, 9t FAAe] dEEAe e 019 el 2H(Gp-3b)
E Zagds 43 5Lt Pept-19) 73"1‘ A A A k2 Pept-1291 22 wWols} ¢
Kot oAk Helst glglon A} FoHAAE ol wc)
AA FAA F Est-13} Est-3& FF 7)o l 4435 o2 gYeAy TES 94
A 34z #dsem Ldh-1, Est-2, Gp-3, aGpd $ = FHHJAAE o] &
=

o
Table 49} Zch FAlg] 11AAY A
=0.081, He=0.1128 7}# %gt3, o=l cho)
(P=6.3%, Ho=0.013, He=0.014), %*}
Ho=0.029, He=0.042% ‘}e}ytc}

0(_&_%

o7 A Gotor WF $AA wolHwi =26.3%, Ho=0.082, He=00972 %
At gtuct of 25uM A Be $3H Wl 23 odn dEA £Ae $a

A Hol+ P=156%, Ho=0.073, He=0.0680°) ¢l t}.

A AN EE o] &3ted 7 A @ F7he FAA ZAF(S) 9
(D)& +3 A3+ Table 59 2}t FAe9 AS
FAA FAA 7 S=0959(D=0.011)& 7}& 7}1gA Jelz, oAz
FA£ S=0825(D=0140)22 7}3 =HA byt %*}?4 1178 A =kzke)

Q
o
r2
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Table 4. The degree of genic variations of 2 species of the genus Oryzias.

Mean No. of % of loci Heterozygosity
alleles per polymorphic Observed Expected
locus(A) P) (Ho) (He)
O. latipes
1. Kangnung 1.2 12.5 0.023 0.049
2. Yongchon 1.4 31.3 0.081 0.112
3. Yongdok 1.1 6.3 0.013 0.014
4. Chinyang 1.2 12.5 0.022 0.030
5. Yochon 1.2 15.6 0.038 0.050
6. Yongam ’ 1.3 12.5 0.022 0.038
7. Sachon 1.1 6.3 0.023 0.028
8. Kori 1.1 9.4 0.014 0.021
9. Koje 11 12.5 0.011 0.043
10. Chindo 1.2 12.5 0.011 0.043
11. Chido 1.1 9.4 0.036 0.030
O. sinensis
12. Sochon 1.5 31.3 0.114 0.124
13. Nonsan 1.4 31.3 0.113 0.135
14. Kochang 1.3 28.1 0.091 0.114
15. Inchon 1.3 25.0 0.062 0.071
16. Kanghwa 1.3 15.6 0.031 0.043
O. latipes

17. Japan 1.2 15.6 0.073 0.068
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Roger’s Similarit
.60 .67 .73 .80 .87 .93 1.00

I | 1 ] ! | |

O. latipes

915 Kangnung

.896 e Yongdok
— Yongchon

Chinyang
.874 Kori
koje
yongam
.76 Chindo
Sachon
.648 Yochon
Chido
japan
_— ] O. sinensis

'ﬂ‘—-— Sochon
797 88ll Nonsan
Kochang

-888 | Inchon
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Fig. 1. Dendrogram of the genus Oryzias in Korea and Japan based on Roger’ s(1972) genetic similarity
coefficients (S).

a &

S22l % (Oryzias) ol & FdobAlol Aol HZa e £ Fa2A F593 74
Aol A} M3+ o] Fo|lth(Yamamoto, 1975; Kawanabe and Mizuno, 1989).
Uwa(1986) &= $Atel4 o ft9 @8& ¥43 23 monoarmed chromosome group,
biarmed chromosome group, fused chromosome group 5 37§ groupo @ FE3e] B
23 vk glem, o] YA FEAZL2 Ao & AFPAQ A Y A AN
2T BAIE A AJAHE 8} 9dtH(Magtoon and Uwa, 1985; Uwa and Parenti,
1988; Uwa et al, 1988; Uwa, 1991).

A8 (0. latipes) & biarmed chromosome groupell 4-3t+ £ o2 (Uwa, 1986;
Kim and Moon, 1987) 3tz e} QA IT7el Y2 ZFZUFoxs EIL3tn ¢}
Sakaizumi®} Jeon(1987) & isozyme EAZAF B IFA SAZALL FAFA 0T o
7t = 2709 groupe] Y& FRIst: o] F FRADI MyAgtew FEIe
o ARARE FIALIH ZL groupeld FIADTH QRAGL b Wi
groupo 2 &3¢ Uwast Jeon(1987), Kim3} Moon(1987) & AL LAl F
groupell A& FFPFAHE A FIALGY £AEE 2n=48, AAdADRLA =
2n=4622 o]zt Y€ ¥ch = KimF Lee(1992)& Chen 5(1989)9 Q=
T, ARt A AYEA A Sabel AT Py AYEAH AE =
2 FRALGEAZ e Oryzias latipes latipes($A18)) 2, @A ct$Ae)E 224
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O. I sinensis®}t Zrtidle] Falele] ofFog 7| &3 dEFA2 =33 9 gl
o Kim# Kim(1993) 23d4AWe U932 AL £ A8 5548
+ HFoE Fdde

A4 A2 25 (F48, dEFEEAHE)
AA7Z T THE + Ue FA1F 34
Sakaizumi®} Jeon(1987), Sakaizumi(1986)
Pgi-1, Ldh-1 &9 F+AA+= $A89 A&
MAFo] BAS o] FHF] FAUAE o

2 isozyme® A oA Est-13} Est-3%
A} (genetic marker) 8 #olE g o,
o] 43 ¥AAA=E 253 Pgm,
Al 2% Alolo] dI¥]QIAE FH3e
RAeg sesglov zt7te] Fdylal

KR

T
Sl
==
[+

&

Ze] ulxo & FE=E zfbo] s} °‘°4\:} w3} Est-2, Ipo, Gp-3 FAAZ dEgdxulx

4oz $3¢ T¥Y4 Ut ARG Pgm, Ldh-1, Gp-3ol4 vrehd #olsls)

Se £A2s AFEAeY FUAARNTS A 10 FEAA debda QE o¥ A

¥4 Gl e U2 FolAd Feoldd AAZ 2584 gled g2 F 249
Q

F

ZAEol A FAFFEAe GHAFH FFAel| Aol Uet & AR (Pgm, Ldh-1, Ipo,
Gp-3) el FijAlEo] A& glve AEE Bol FFAolg AFuckes 52 AR
' Fhddn Asdd

B34k FAe]S 259 FA A wWolAX(Table 3) & Fdtst dafte] E T3+
EAE A BF A HolAxr Ho=0029, He=00422 }Z o]Fo HF &
AA o] Az uch A el (Nevo, 1978), A A S A3 Yoy A (H=
0.011-0.036) 2 34k dxlFolab(Yang, 1983) ANEAES A3 Fglo]olzo] H
(Yang and Min, 1989) 9] 44 welg FA At dEF5A2Y A%E HFHA
A wo|Axrt Ho=0082, He=0.0972 33A Cobitiss o & 60 Nemacheilus,
Niwaella, Lefuad o1F, Anguilla®- 2F9 3HF $+43 wo]g} F-438t9(Yang et
al, 1991; Min and Yang, 1993) ot& o] F2 7 FAHA wolAx 73 HA5A
o} (Avise and Selander, 1972; Avise, 1976; Nevo, 1978). 3ZAF &4 At29 A
A dolAdxE FAg9 HF FAA wo] Bt o 25vjol4 & AeE e F
Zb Abol & Btk o)™ FAA welw Ao w HEFY 2|9 AA, A4 F
kel 27, FAA FE, AdAH 49 Gk, B3] T g 8956 9y
FAH wWelF Ao 4T vwAz & 4 Uul(Soule, 1971, 1976; Valentine,
1976 Stonecking et al, 1981), #Fxte] Z 1 A s gleow H3tsl K771 2add
Ad =2 FI55F 2 F44 dolg Axrt A4 velde Aol uixal #Abo)
oh ol FAH A Eebmd FEliknt daighR ool
Al F7re] FHastn Azl EAsY HEEAL FAH REEAo
EF A A ko] wdte] FAH Wolrl 4 HAeoeg FAHTW o)He| il ¢
23 H@Ug A7 27"

Oryzias% o]§ 9 7% #AFF £ 2n=48°9 2n=46< 714 LR FTEL
Robertsonian fusione] 93 #PA =2 FAEH v 9 omd(Uwa et al, 1981;
Magtoon and Uwa, 1985; Uwa, 1986), Chen 5(1989)& o 23 ZZdEd Q=
FAE Y AL vindd AFd FIFAYET 2n=46, YEFAYE 2n=488 Ho]7}
U3, txo A= 2n=46(dlF4AE]) 9 4B (FAE) 9 2712 QYL 2+ Ao
2 33nd ¥ vk (Uwa and Jeon, 1987; Kim and Lee, 1992). =3} Uwa(1986) =
YRR Qo] X3t FAEH N FAHL A4S F& 2A SQ2FDG G
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Aoz Ugom F7 groupe® FEHTE AAZep ok 3 Uwa(1986),
Sakaizumig} Jeon(1987)L QR g3 F o] HE3+ FAE F5IF HAA T+
A BdRxcl FAdrAc A Fa-4

A& EAw, 53 13t et 5 4719 HA group e
2 OFEF v gled od HF FEE el gtz xjAbehE gl w7 o] 2A
Agstgdezatn A5, GuA J)1hd FARE 2n=48749 A E spA =
AFo) nFgdrARE FH T3 Fwxe Mz AEFde FAHNA 2n=46744
AMAE stAE FF-AAA SaE AFASI} o) FolMA HA FEgA
< JeldE oz we Ftd Yo HEzite HukE sE2=Hq] AL shA
ko] AP Aspglo] AFA =A(ADY, Ay F)ol A At A}
E fAReg AHolrt e 24 HAwew FEH Aoz AR v Uek(Uwa,
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Genetic Variation and Speciation of 2 Species of the Genus Oryzias
(Pisces, Adrianichthyidae) in Korea

Mi-Sook Min
(Dept. of Biology, Inha University, Incheon 402-751, Korea)

ABSTRACT

Isozyme analysis was performed to estimate the genic variation and genetic
differentiation between Oryzias latipes and O. sinensis of the genus Oryzias
inhabiting in Korea and Japan. 32 presumptive loci from 17 isozymes and general
proteins were screened and analysed. Est-1 and Est-3 were genetic markers to -
discriminate between 2 species of the genus Oryzias. The average degree of genic
variation of O. latipes and O. sinensis was P=12.7%, Ho=0.029, He=0.042, and
E=26.3%, Ho=0.082, He=0.097, respectively. O. sinensis was highly variable than
O. latipes. The genetic similarity between Korean and Japanese populations of O.
latipes was $=0.761(D=0.243) and it seems to be genetically two distinct taxa. The
average genetic similarity of O. latipes and O. sinensis was $=0.648(D=0.389).



