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ABSTRACT

An optimal process design of a foreign protein production system was carried out using a bioprocess
flowsheeting software, BioPro Designer, with a capability of economic analysis. The flowsheeting pro-
gram was applied to a production system of the tailspike protein of Salmonella phage P22, and helped
save time and efforts in selecting an optimal process. A wild type tailspike and two types of mutant
tailspikes, tsf G244—R and Su A334—V, were considered in this study to show that the folding charac-
teristics of foreign protein produced inside host influenced the selection of the best production system.
An optimal production system for mature tailspike was chosen under the criterion of capital investment

per unit mass of mature protein recovered.
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Table 1. Economic Analysis.
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