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Abstract

This study was attempted to simplify the complex steeping mechanism and propose the scientific
approach of microorganism. As Enzyme activity showed that as steeping hours increase, the a-amylase
activity increased. Most commonly microorganisms in steeping liquid were Corynebacter spp., Candida
spp- and Lactobacillus spp. According to results, steeping acidifies the character of glutinous rice, affec-
ting the starch’s a-amylase and bring about component’s changes. As Candida spp. and Lactobacillus
spp. of the steeping liquid increase, the character of liquid is acidifying.
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mg enzyme in reaction mixture X3 min
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(2) B-amylase
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Table 1. Blood Agar

Constituents

Beef heart muscle, infusion from 375.0g
Tryptose or Thiotone peptic digest of animal ti- 10.0g
ssue

Sodium chloride 5.0g
Agar 15.0g
Distilled or Demineralized water(pH 7.4) 1000 m/
Sterile, defibrinated sheep blood 50 m/
(final pH: 7.1)

Table 2. MacConkey Agar

Constituents

Bacto-Peptone(Difco) or Glysate(BBL) 17g
Proteose Peptone(Difco) or Poly peptone(BBL)3g

Bile Salts no.3 10g
Sodium chloride 5g
Neutral red 0.03g
Crystal violet 0.001g
Agar 13.5¢
Distilled water 1000 m/

(final pH: 74)

Table 3. Sabouraud Dextrose Agar

Constituents

Dextrose 20g
Polypeptone 5g
Agar 7.5¢

Distilled water 500 m/

(final pH: 5.6+ 0.2)

micromoles maltose liberated
mg enzyme in reaction mixture X3 min

Units/mg=
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Fig. 1. Changes in Enzyme Activity of Steeping Liquid.

Table 4. Changes in Enzyme Activity of steeping Liquid

Treatment Steeping a-amylase B-amylase
(No) (days) (units/mg)  (units/mg)
1 0.08 0 0d
2 5 19.7¢ 0d
3 10 44.8° 3.1
4 15 4844 3.90¢
5 20 876" 4.7b<
6 25 83.8° 9.2¢
7 30 99.4° 7420
P value p<0.001 p<0.001

ab,c,d: Values with different letters in a same column
efg: are significantly different.
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Table 5. Distribution of Microorganism

Treatment Steeping Microorganism .
(No) (days) Species (%)
Genus Number/mi
1 0.08 Enterobacter 18X 10° Enterobacter cloacae 67
Enterobacter agglomerans 14
2 5 Yeast 50X 10° Candida lusitaniae 99
Candida famata 1
Lactobacillus 105< Lactobacillus spp.
3 10 Yeast 70X10° Candida lusitaniae 99
Candida famata 1
Lactobacillus 105< Lactobacillus spp.
4 15 Yeast 70X 10° Candida lusitaniae 99
Candida famata 1
Lactobacillus 10°< Lactobacillus spp.
5 20 Yeast 70X 103 Candida lusttanige 78
Rhodotorula glutinis 22
Lactobacillus 108< Lactobacillus spp.
6 25 Yeast 70X 10° Candida lusitaniae 78
Rhodotorula glutinis 22
Lactobacillus 2X10° Lactobacillus spp.
Corynebacter 2X10° Corynebacterium spp.
7 30 Yeast 70X 10° Candida lusitaniae 78
Rhodotorula glutinis 22
Lactobacillus 2X10° Lactobacillus spp.
Corynebacter 2X10° Corynebacterium spp.

Enterobacter spp. Candida nspp. Lactobacillus spp.
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Fig. 2. Distribution of Microorganism.
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