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Table 1. Substrate Profile of Cephalosporin Acylase.

Enzyme Source

Substrate Profile

Glutaryl 7-ACA Sceinyl 7-ACA Adipyl 7-ACA CPC
Pseudomonas SE-83
acylase [ 100 trace 8 0
acylase 11 100 26 69 5
Pseudomonas Al4 100 1,046 ND* 0
P. diminuta N176 100 ND 19 24
P diminuta V22 100 ND 60 3.2
B. laterosporous ]1 100 117 80 0

* Not determined
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Table 2. Molecular weight and subunit structure of cephalosporin acylase

Organism Enzyme Molecular Subunit structure Reference
weight
Alpha Beta

Pseudomonas SE-83 acylase 1 58,100 38,200 19,900 10
acylase II 83,600 25,400 58,200 10

Pseudomonas Al4 GL 7-ACA 89,000 28,000 61,000 11
acylase

Pseudomonas GK-16 GL 7-ACA 70,000 16,000 54,000 9
acylase

P diminuta N176 CPC acylase 84,000 26,000 58,000 11

B. laterosporous J1 GL 7-ACA 70,000 12
acylase
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Fig. 1. Reaction formula of cephalosporin acylase.
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