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ABSTRACT

This study was conducted to classify Korean native chicken{KNC) and imported chicken by
phenotypic performances and DNA fingerprinting. Two lines, KNC and White Leghorn(WL), of
chicken were maintained in the laboratory of Yeungnam University. Economic traits(body weight,
sexual maturity, hen-day egg production, egg weight) and phenotypic characteristics(body-type,
head, feather, shank) were checked. The DNA fingerprinting was analyzed for both breeds. The
growth rate of the KNC was similar to WLS and sexual maturity of the KNC came later than WL.
Hen-day egg production of the KNC was also slightly lower than the WL. The egg weight was
about 10g lighter than WL, There was no difference in body weight of female KNC compared to
the WL after 28 weeks. The study confirms differnece between KNC and WL in DNA
fingerprinting as well as its outlook. Thus, we suggest that these should be tested in nationwide
districts about chickens known as the KNC using DNA fingerprinting. Then, the confirmed KNC
populations should be maintained and used for the genetic improvement. Finally, only confirmed
KNC should be in market which induce consumer to seek the KNC by its favorite.

(Key words ; DNA fingerprint, Korean native chicken, phenotypic characteristics)
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Table 1. Body weight of the Korean native chicken and White Leghorn .

Traits Breed Sex 1lday 8wk 16wk 24wk 32wk 40wk 48wk 56wk 64wk 68wk
Korean ¢ 31 307 798 1266 1459 1609 1734 1782 1769 1747
Body native
weight i 2 32 344 991 1509 1674 1826 2204 2190 2208 2206
(g) chicken
Leghorn ¢ 51 565 1065 1425 1580 1660 1850 1875 1896 1899

Table 2. Sexual maturities, egg productions and egg weights of Korean native chicken and White

Leghron

Sexual

Wk

) Peak
Trait Breed . .
maturity production

24 25-28 29-32 33-36 37-40 41-44 45-48 49-52 53-56 57-62 61-64 65-63

Prod. KNC! 165d 31wk,(83.33%)57.1 65.1 82.4 76.7 73.5 64.1 62.0 60.9 55.6 53.2 52.3 52.0
(%) Leghorn 154d 28wk, { 3%)78.588.8 87.3 84.8 829 81.1 80.0 785 78.2 75.8 72.5 70.5
Egg KNC! 37.5 38.9 45.0 47.3 48.8 50.2 51.4 51.7 52.0 51.4 52.3 52.1
wt (g) Leghorn 50.4 53.3 54.9 57.6 59.2 60.8 61.6 61.6 62.8 62.2 62.3 62.9

1 Korean native chicken,

Table 3. Phenotypic characteristics of the Korean native chicken

Head Feather colour
Strain Type - - Shank Note
Comb Beak Neck Breast Wing  Tail
Gray-brown small single balck Gray White, Gray- black Yellow, Wild type
-brown black Brown Green
Yellow-brown small single yellow Yellow Yellow Yellow black Yellow, Similar to
-brown -brown -brown Green New Hampshire
Red-brown small single yellow Red Red Red Dblack Yellow, Similar to RIR!?
-brown -brown -brown Green

1Rhode Island Red.
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Fig 1. Agarose gel electrophorisis(6hrs run at

2Volts /cm) of KNC and WL genomic
DNA.
The lanes from left to right, (1) 1 DNA
Hindl digested size marker, (2-5) KNC
DNA digested with Haell, (6-7) KNC
DNA digested with HinfI, (8-9) WL
DNA digested with HinfI, (10-13) WL
DNA digested with Haelll,
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KNC

Mo

WL

<112.4

<110.6

Fig 2. DNA fingerprintings for the Korean Native Chicken and White Leghorn. KNC and WL genomic
DNA digested with Haelll. The DNA was hybridized with a probe for M13mpl8 single-straned

DNA.
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White Leghron®t fAME 538 HAw, 24d#
2 Hu e FYARY A TJoH g 4t
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M13mp18 single-stranded DNAE probez A}
g RET e, Al A 4.4kb9} 4.9kboll A 4
YA 10.6kbs}t 12.4kboll A EF -] o] &
g 9] band & 821 & 4= AUk

mEh 2 Aol M s 8 TR-9 EEREY A
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(A1 : §-HA A&, &= A A, EFA)
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