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Fig. 1. Pathway for the biosynthesis of polyamine in E.coli.
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Table 1. Properties of purified Ornithine Decarboxylse from various source

Final specific
Source activity

(umol/min/mg)

Purification Fold

Amino acid
Subunit Mr** number from

¢DNA sequence

Mouse kidney 22-70 2,500-10,000 53,000(2) NA*
Rat liver 19-24 350,000-710,000 52,000(2) NA
Human liver NA NA 51,150 461
Trypanosoma brucei NA NA 49,200 445
Saccharomyces cerevisiae NA NA 52,400(2)** 466
Saccharomyces cerevisiae 0.5 1,500 86,000 or 68,000*** NA
Physalum polycephalum 20 3,500 43,000(2) NA
Physalum polycephalum 20 5,000 52,000(2) NA
Neurospora crassa 44 670 53,000(2) NA
Tetrahymena pyriformis 0.3 15,500 64,000(1) NA
Eschrichia coli(synthetic) 99 4,300 82,000(2)*** NA
Eschrichia coli(degradative) 130 15 80,000(2)*** NA
Lactobacillus sp. 180 18 85,0002 or 12) NA

*NA: Not applicable
** the number of subunits is given in parenthesis

***the reason for these discrepancies is not yet known
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