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TF2E oF Wil Ay J 5SS Alasbax) & 7}¥3} promoterdl ermE(erythromycin A Ao
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pELE37¢l 4Fd&t % S glaucescens& 3 AAF A
71! A3} tetracenomycin C2] A& A7) 4] tetrace-
nomycin A2 AAdo] of 28w =r13-g whrsisict
(4). o11% Z3= ACP(acyl carrier protein) #%
A temla orf3nkE AlE-sled AYsledw w)Lg
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ACP& A7} rate-limitingsltl= S A28 F32
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71% FeHT, 8). Aol AL AT 7
Hell A WA F3zpL whdEe] A g
ol zpile] Aakske Al o) Hx) Y
3= ukod 7]zt Al QIei6). 1elnR FHAl4)
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FAAE ZAfel] o)k
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AT dRE 2845 A7
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afsB S. limdansol| %34 actinorhodin®}
undecylprodigiosin 4 &7}

redD S. coelicolorell %94 undecylprodigiosin
A 2F 30u) =7}

strR S. griseuso]l X£4)2] stretomycin 2§ A
5~7w] Z7}

brpA S. hygroscopicus®] bialaphos J§H4d =2

WA a2
dnrR1/R2 S. peucetiusol %9 2| daunorubicin
A4 57

2.1(9), streptomycin 4§ A
seusoll 1= WA -f-42kQ) SPH -+ *KstrA = aphD)
T streptomycine]] 3] I Wdo] fEEHE AS

#2579l strd §-H 2= streptomycin A 4]
FAAH] strBE A 3E A7)+ strR A Aol o8|
positive control§ ¥H= 702 #elg v glck10).
HARZ At Ad A A A FFEE scree-
ningge = v x|l M7l FPHE TELE R S
214 screening k= 7% ole} e Yele] A&
o]z} shAltH11).

Az A AR FH2E] 2Ee -8
= FAAE 23se W o2 positive regula-
tory FH2AE % %9)8l3 negative regulatory

FARE AASAY HHS A A]7)e we]d).
FAA AR KAL) HHE 2™ §HA
S R G4 A fARES @A clus-
ter=le] glom ojn] ofw] 9o positive™ nega-
tive FAAHEo] F-ElEo] (FD)ellH B upe} 7o)
FAA A TEHE S ¢ Qloke Ae w
2lcH(12).
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1. Detection of individual gene product

by cloning in a standard host;

2. Complementation of block mutant;

3. Mutational cloning

4. Cloning antibiotic resistance gene,
analysis of linked DNA;

5. Probing gene library with synthetic
oligonucleotide matched to partial amino
acid sequence of biosynthetic enzyme;

6. Probing gene library with polyketide
synthase actl/III;

Candicidin (PABA synthetase); Gene, 25, 119 (1982)

Actinomycin (phenoxazinone synthetase); J. Biol. Chem.
259, 14151, 14158 (1984).

Actinorhodin; Nature, 309, 462 (1984) Undecylprodigiosin;
J. Bacteriol, 172, 326 (1990).

Clavulanic acid; Biotechnol, 2, 808 (1984) Tetracenomycin;
Proc. Natl. Acad. Sci. USA, 84, 4445 (1987)

Methylenomycin; Gene, 26, 67 (1983) Lincomycin;
Proceeding GIM90 (Strashourg, 1990), p. 207-218

Erythromycin; Biotechnol, 4, 229 (1986) Oxytetracycline;
Mol. Gen. Gennet, 215, 231 (1989)

Bialaphos; Mol. Gen. Gennet, 205, 42 (1986).

Tylosin (macrocin O-methyl transferase);
Proc. Natl. Acad. Sci. USA, 84, 8248 (1987)

B-lactam (isopenicillin N synthetase); Gene, 62, 187 (1988)

Daunorubicin; Proc. Natl. Acad. Sct. USA, 86, 3135 (1989).
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Hs On 5. viotaceoruber (phi2309) (acth-VI)
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AEE 374 F carE 772 spiramycing A
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ols} FAkgl A2 F= Institute of Medicinal
Biotechnology®] Yiguang Wang2 carE 5322
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FAAE B8l S ambofacienss] E9)8ted 4'-
sl A4 o
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D H H ED

28 4. Erythromycin 434 74 % polyketide syn-
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mid-& WA gl =9 3te] kanamycin BE
(kg $10001) ¢]) Hb-g &Alo) ¥& kanamycin B-
3 -phosphate®. Mg ¥ 740 sapirgozw v
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