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Fig. 1. The principles of the polymerase chain reac-
tion.
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Table 1. Sequences of oligonucleotide primer pairs and probes and their locations in the HIV-1 genome.

Primer or probe Sequences (5'—3) Location

SK 29 primer ACTAGGGAACCCACTGCT LTR 501-518
SK 30 primer GGTCTGAGGGATCTCTA LTR 589-605
SK 31 probe ACCAGAGTCACACAACAGACGGGCACACACTACT LTR 552-585
SK 38 primer ATAATCCACCTATCCCAGTAGGAGAAAT gag 1551-1578
SK 39 primer TTTGGTCCTTGTCTTATGTCCAGAATGC gag 1638-1665
SK 19 probe ATCCTGGGATTAAATAAAATAGTAAGAATGTATAGCCCTAC gag’ 1595-1635
SK 68 primer AGCAGCAGGAAGCACTATGG env 7801-7820
SK 69 primer CCAGACTGTGAGTTGCAACAG env 7922-7942
SK 70 probe ACGGTACAGGCCAGACAATTATTGTCTGGTATAGT env 7841-7875
CO 1 primer ACAATTATTGTCTGGTATAG env 7855-7874
CO 2 primer AGGTATCTTTCCACAGCCAG env 7970-7989
CO 3 probe TGAGTTGCAACAGATGCTGTTGCGCCTCAATAGCCCTCAG env 7895-7934

Table 2. Composition of PCR reaction mixture.

Taq polymerase buffer 1X

upstream primer 50 pmole
downstream primer 50 pmole
dNTPs 0.4 uM
Taq polymerase 2 units

for 50 pl reaction buffer
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Table 3. General condition of PCR using SK38/SK39

for HIV diagnosis.

Denaturation 95T 30 sec
Annealing 55C 30 sec
Extension 72C 1 min
Repeat 30 cycles

Final extension 72C 10 min
Storage 4T
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