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A Study on the Development of the PCR System
Using Personal Computor

Soung-Gill Choi

A system using a personal computer has been developed for Polymerase Chain Reaction,

an amplifying process of specific DNA. This system is composed of software and hardware

which contains a control system, a heating and cooling system, a multichannel A/D

converter, and a personal computor. The software is programmed 'in assembly and basic

language. The newly developed PCR system which is controlled by the program of the

personnal computor can be applied to -the amplification/of various DNA. This system was
tested by using Mycobacterium tuberculosis DNA and showed the DNA band on the UV

transilluminator.
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