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Identification of Loblolly Pine (Pinus taeda L.)
Clones through Isozyme Analysis.!
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ABSTRACT

Megagametophyte tissues from seeds of 45 loblolly pine clones were subjected to horizontal starch-gel
electrophoresis. The resulting gels were tested for activity of five enzyme systems (GOT, SDH, PGM, MDH,

and AP). Isozymes observed were under control of 11 loci. All 45 clones could be identified with unique
genotypes at above 10 loci.
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Fig. 1. Megagametophyte (1n) banding patterns and their allelic designations for 12 allozyme
loci in loblolly pine. i )
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Allozyme patterns of the three GOT loci from five clones. Clone 1 is homozygote at all three

loci: the fastest one band is read as homozygote at GOT1 and GOT?2.
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Table 1. Observed allozyme segregation in megagametophytes of heterozygous mother trees and x2-test for

1:1 ratio
£ Seed Total Observed No.
lr:)Z}::e tree seeds x? Probability
¢ No. A B C
GOT1 5 62 30 32 .06
13 46 22 24 .09
43 66 27 39 2.18
GOT2 2 72 28 44 3.56
21 65 40 25 3.46
29 55 20 35 4.09 <.05
GOT3 4 43 18 25 1.14
33 60 32 28 .27
44 52 36 16 7.69 <.01
SDH 2 68 36 32 24
3 72 34 38 22
7 66 36 30 .55
9 50 20 30 2.00
15 55 35 20 4.09 < .05
PGM2 4 66 18 48 13.64 <.01
23 39 13 26 17.33 <.01
33 63 24 39 36.57 <.01
29 40 20 20 .00
35 56 40 16 10.29 <.01
MDHI1 34 40 24 16 1.60
MDH?2 13 64 36 28 1.00
33 56 24 32 1.14
44 60 28 32 27
MDH3 24 54 24 26 .08
33 52 25 27 .08
MDH4 2 49 31 18 3.45
20 68 36 32 .24
34 40 16 24 1.60
AP1 4 60 33 27 .60
5 60 30 30 .00
AP2 26 50 25 25 .00
28 50 25 25 .00
24 48 22 26 .37
25 62 34 28 .29
33 54 29 25 .15
ARG B 29 H#ste] [ FE2 ohich e Aol gt BETE] & 4 7] & Foich 27
As B8 WY 4 Qo i i Zumal el AWE EASE REmBED S5 wY
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