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Abstract

These experiments were conducted to find out the possibility of utilizing apricot seed as

resources of food protein. The apricot seed contained 23.3% of crude protein. The salt soluble

protein of apricot seed was highly dispersible in 0.2M sodium phosphate buffer containing

about 0.3M MgSO,, and the extractability of seed protein was about 35%. Major amino acid

composition of apricot protein were glutamic acid and aspartic acid. The electrophoretic

analysis showed 9 bands in apricot seed protein.

Molecular weight for the main protein of

the apricot seed separated by 1% SDS polyacrylamide gel electrophoresis was 49, 000. Mole-

cular weights of salt soluble protein measured by Sephadex G-200 was 110, 000.
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Fig. 1. Isolation procedure of protein from Apricot seed.
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Table 1. Proximate composition of
apricot seed.

Seed components Contents(%)

Noisture 2.33

Crude fat 44.79

Crude protein 23.34

N-free extract 26. 88

Ash 2. 66
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Fig. 2. Effects of MgS0, and NaCl salt
onthe solubility of protein in defatted
apricot seed meal.
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Fig. 3. Elution pattern of the apricot
seed protein: column chromatography
on Sephadex G-200.

+
Fig. 4. Polydcrylamide gel electropho-
resis of the apricot seed protein. A
sample (200¢1) was applied to a 10%
gel column’ and at pH 8.3.°
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Fig. 5. Determination of molecular wei-
ght of apricot seed protein by SDS
PAGE.
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Fig. 6. Molecular weight of apricot seed
through a chromatography on Sepha-
dex G-200 column equilibrated with
sodium phosphate buffer pH 7.2.
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Table 2. Amino acid composition of the
salt soluble protein and main fraction
protein in apricot seed.

Contents(9% amino acid/
Amino acid total protein as a dry
basis)
Lysine 2.94
Histidine 3.25
Arginine 10. 11
Aspartic acid 12.19
Threonine 2.86
Serine 4.22
Glutamic acid 28.76
Proline 0.45
Glycine 5.47
Alanine 5.00
Valine 5.13
Methionine 1.05
Isoleucine 3.72
Leucine 6. 54
Tyrosine 2.85
Phenylalanine 5.44
NH, 0.02
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