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Pseudostellaria Pax (Caryophyllaceae) is a small genus distributed in temperate region. It consists of 

25 species presenting high diversity in Asia. Pseudostellaria longipedicellata S. Lee, K. Heo & S. C. Kim 

was first announced as new species in 2012. Morphological characters of P. longipedicellata are closely 

related to those of Psedusotellaria palibiniana and Psedusotellaria okmotoi. These are distinguished 

from P. longipedicellata by shorter pedicel and puberulent pedicels, respectively and by being distributed 

allopatically between P. longipedicellata and rest of species. The complete chloroplast genome of P. 

longipedicellata was successfully rescued from raw reads generated by HiSeq2000. Its total length is 

149,626 bp consisting of four regions: large single copy (LSC) region (81,292 bp), small single copy 

(SSC) region (16,984bp), and inverted repeats (IRs; 25,765 bp per each). It contained 126 genes (81 

coding DNA sequence (CDS), eight rRNAs, and 37 tRNAs); 18 genes (seven CDS, four rRNAs, and 

seven tRNAs) are duplicated in inverted repeat regions. The overall GC content of P. longipedicellata is 

36.5% and in the LSC, SSC, and IR regions were 34.3%, 29.3%, and 42.4%, respectively. Based on 

phylogenetic analysis of chloroplast genomes of P. longipedicellata and relatives species presents clear 

phylogenetic positions of Pseudostellaria genus. This chloroplast genome will be an important sequence 

resources for further researches of Pseudostellaria genus.
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[본 연구는 한국연구재단 “개별꽃속의 과병발달의 비교 진화 유전체 연구 및 계통분석(No. NRF-2014R1 

A1A1008723)”사업과 인포보스 주식회사 “Pseudostellaria Genome Project (No. IBG-0012)”사업의 지

원을 받아 수행되었습니다.]




