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Endo-B-1,4-glucanase(®]3} EG)= &AM 500 xlo] 0.1 M sodium acetate buffer pH 559 =<1
2% carboxymethylcellulose 500 plE H7}sle] 50T A 3087 w8 A]Zl & DNS reagent 3 ml
Y3 100C 5&7F ¥9F2-A1#A 540 nmollA] A 3R TE B-glucosidase (©]3F BGL)%} cellobiohydrolase
(o]3} CBH)+= Ztzt 712 10 mM p-nitrophenyl-B-D-glucopyranoside, 10 mM p—nitrophenyl-_3
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1. Reticulitermes speratus KMT19 AW Z7|40BE &4

LB agar ¥l A E colony-forming units (CFU)& ©]£3}4 colony /A4S ol ¥ A3 2k 200074
Axo 3714 vAES FEstden, vAES Justr oz 7 ste] 3709 colonyE Ad¥lstal,
AelEl 7FE rRNA gene sequencesE T4 A3} 16719 bacteriags @< = AU [Table 1].

Table 1. Identification of isolated microorganisms using 16S ribosomal RNA sequences.

Label (GenBank #) Genus The ((égrs]%s;n(l)(rg%nism CoQ\}leenge I dlg?t)i(ty Additional accession no.
NT2B (GU458274) Comamonas C. odontotermitis (DQ453128) 100% 99% GU458261

LT2B (GU458267) Citrobacter Citrobacter sp. (GQ416371) 100% 99%

PM2 (GU458277) Citrobacter C. farmeri  (DQ187383) 99% 99%

PT2B (GU458283) Citrobacter Citrobacter sp. (GQ205112) 99% 99%

ST8D (GU458292) Citrobacter C. farmeri  (DQ187383) 99% 99%

STI9B (GU458293) Klebsiella K. pneumoniae (CP000964) 99% 99%

NM3 (GU458270) Serratia S. marcescens (GQ889261) 100% 99% GU4582§32‘56812J§’5862335§}£8‘;58271’
NT3 (GUA458275) Serratia S. marcescens (FI530951) 100% 99%

PT1B (GU458280) Serratia S. marcescens (AY514434) 100% 99% GU458279

PT3 (GU458285) Serratia. S. marcescens (GQ889261) 99% 99% GU458269, GU458278
HT4B (GU458265) Elizabethkingia Elizabethkingia sp. (AY468476) 100% 98% GU458268, GU458273, GU458260
BM10 (GU458257) Elizabethkingia E. meningosepticum (AY468482) 99% 99% GU458290, GU458284
ST6D (GU458291) Dyella D. ginsengisoli (AB245367) 99% 98%

LTIC (GU458266) Bacillus B. thuringiensis (GU003833) 100% 99%

NT1 (GU458272) Bacillus Bacillus sp. (FJ601644) 100% 99%

NT4 (GU458276) Bacillus Bacillus  sp. (FJ263011) 100% 99%
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Fig. 1. Cellulase activity of isolated bacteria from Reticulitermes speratus KMT1. Three types of cellulase -

B =

EG, BGL, and CBH - were measured separately. The enzyme activity was assayed four times independently,

and a single representative set of results is shown here.
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Fig. 2. Effect of pH on cellulase productions of
Elizabethkingia sp. BM10. Three types of cellulase Fig. 3. Effect of temperature on cellulase
(EG, BGL, and CBH) were measured separately. productions of FElizabethkingia sp. BMI10. The
The enzyme activity was assayed twice enzyme activity was assayed twice independently,
independently, and their average is shown here. and their average is shown here.
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