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ARH Ot BHE fenestrated endothelium, AFRH 21”2 (glomerular basement
membrane, GBM) 2 slit diaphragm2 X &d6tl= podocyte foot processl AH =92
2de . SN LHHE KSEE AIRH AZES B2 AR ol FHHEHES

DHBHL O ROIA LA Cwo SAX s JUHC SEM ARH AEsS
QAN BITE =X UKQ, OIS DA 7S SEEE, MBSN U ARHS REX
SO HE SITE MA ARH O Y CUL ol HuLol WA JIFS Ol UA
WS 2 JIGIE 52 UCH SHE ATH AESS UAKOZ 2 ISOAE A A
9 ola D OIEWOID CHASIG, SUS SAXN 040 UCAS AMX TSOIU
X2 BS0l M2 OHE 4 UCH TatM DS SEM AT AZSHA JIss 8 SET
ANZ BEEO RS

O SES ADH AES

1. ARH JIH2 (GBM) S8 04
1) Alport E&2 (XD, AR, AD)
(1) XD: COL4A5 (a5(1V) collagen)
(2) AR E2 AD: COL4A3 = COL4A4 (a3(IV) E&= a4(lV) collagen)

2) Thin GBM disease (AD): COL4A3 or COL4A4 (a3(IV) or a4(lV) collagen)
3) Pierson &2 (AR) LAMBT (laminin B2 chain)
2. Podocyte, foot process ¥ slit diaphragm 0|4 & &
1) Slit diaphragm & podocyte 2l slit diaphragm domain &2 0] &
(1) Finnish & Md&& AMZFZ (CNF, NPHS1) (AR): NPHST (nephrin)
(2) AHIZO0IE NMEH MEFEZ (SRNS, NPHS2) (AR): NPHS2 (podocin)
2) Podocyte 2| actin cytoskeleton g4 O &
(1) FSGS type 1 (FSGS1) (AD): ACTN4 (a—actinin-4)
3) FSGS type 2 (FSGS2) (AD): TRPCE (TPRCS8, a calcium permeable cation channel)
3. 4T &Y ZEOH (transcription factors during podocyte differentiation)
1) Denys—Drash &2, Frasier &2, isolated DMS: WT7 (WT1)
2) Nail-patella 8F2: (MX718 (LMX1B)
4. MEANIE energy THAF & OH

1) Mitochondrial HIZ % Z; mitochondrial tRNA*" gene



