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Kr:rcen:re]ngg ofl C_y’rochrome P450 2C9 Mutant Alleles in a
pulation and Pharmacokinetics of Glimepiride

according to the CYP2C9 Genotype
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Background: The f i
o ihe pharmacOkinet.re:quenclf:-s of. ‘CYP2C9 variants in the Korean population were evaluated i
" ics of glimepiride, a sulfonylurea hypoglycemi SRR e
e CYP2C9 genotypes. ycemic agent, was analysed according to
Methods: Genotypi
¥ yping of CYP2C9*2 and CYP2C9* - .
subjects and added | 3 allelic variants was carried out in 1
o3, Bl de to the previous data. 1 subject had CYP2CY9 *1/*3 genotype a dm1 Dt
o l. ; od samples were collected at O (predose), 0.5, 1, 1.5, 2, 2.5, 3 43’1:5 811 had CYP-
al administration of a dose of 2 , 05,1, 1.5, 2, 25, 3, 4, 6, 8, 10, 12 hr after
, | mg of glimepiride. Th -
measured with LC/M . - The concentration of glimepri
Results: Valuesl fOfME. And tl.le I?harmacokmetic parameters were determined with \ffirﬂ\(]3 cl):;;i'e o
for AUCTHCY 36,68 ; an;lacokmetlc parameter of control group (n=23) are 839.3 ?} 307.85 II;’?
(32.23%), 2.8 7} 0.68 ;)}Or -r5r5 7} 0993 L/h for CL(389%), 216.04 7} 69.62 ??g/mL.for”(i/'tllnL
(19%). Tn the Case- y CYP2Cm3X(24.2%), 29 7} 0.64 h for t1/2(22%) and 0.246 ?} 0.0468h?1 f | ix
for Tmax. 123 for (/2 0059 3 homogygote, 1864.2 for AUC??, 0.463 for CL, 2678 fo -C o
>, 12, , 0.0563 for ke.. The AUC?? > ; 8 for Cmax, 4
: , - 7?7 of CYP2C9*%3 h
respective value in 0 omogygote was 222
contral bt the deara(:mml gr OIUP. .and the t1/2 and mean residence time were more 4203 0: o
T and (2 <h ce was significantly reduced to 18% for the control. The distributi f" AO the
S « e . ) : ulion 77
s for ows normal distribution (Shapiro-wilk, <0.05) and their babili of AUC,
. or CYP2C9*3 homogygote were less than 1% probability for the PK
onclusion: The fre |
quency of CYP2C9 variants i
2093 | o s in Korean was evaluated agai -
o Ff;ﬂt‘)fygote showed significantly different PK profiles of glimepiride et and subject of EXF

45



el

lt'ﬂ
O

=4

o|tt3|

'.

o]
J|

F

O
=4

1

X

=

]

orjAralere| 9 ol

2006A% X 15Xt G

SRR s M

srbdd SEEE BabRniey

AEREE

R
LERRSETRas.

A
=

O S O T S PR e T e O O e T Pt I s e o T L Tt e bttt TEETIF
ERE PR YT PRI I A AR R TR P LI

e —— wsdfanEES T T RLLY
S e e aE FTERE SR RS

FRARESY

Bhd FEER IR R

IR pa

ON
10

nI

46



