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A= 9 9y
1. A EA=: Tall fescue (Festuca arundinacea Schreb_), cv. Kentucky—31, Cajun
2, Wy
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ZA2HE S%3) callus & Agrobacterium 22 ZFEA]Z] F 100 uM 2] acetosyringone
of H7ke FEMYF WACIA 5 AT FHUFSHAL,
- FAFATA AL 2 HE3}:
5% callus S 50 mg/L hygromycin I 250 mg/L cefotaxime o] H7+He Auu)z]
o &4 237F wjgst & thA] 50 mg/L hygromycin ©] F7}E AHES vfR oA 3 F7H
2 3] Wjgste] AEAE AESA AT, AESE FHEHTAEA = rooting WA o] FA &
Ag AEAZ E3AZ T EF o] 4 st AulstE Tt

A3 9 3%

Tall fescue 9 HA&HFAZRE AEI}50] £ AYLAE = F, Agrobacterium & °|&%
LA FAATFAN2HE YAt THE FAHFAAHE 0] 83519 Ubiquitin promoter 2]
8l5 o] EPSPS fAAE =T UAHUEHE F53t9 Agrobacterium o =YsATY. FTAFHY
A Ao Agrobaterium < g A7 &, N6 v %o 50 mg/L hygromycin, 1 mg/L 2,4-D, 3 mg/L
BAP 7} 78 AdrujR oA 6 7 vjFE £, hygromycin WAE 71 AEINAE 238t 50
mg/L hygromycin ©] H7}d 1/2 MS HjA 2 &A, B & HSAA FAAHA AEAZ BZ3AHT.
Aty FAHINAH ZRE genomic DNA & E&|3t9] PCR B4 AA|ste] 2 A3}, EPSPS FAA7t
tall fescue 9] genome o] AFH 22 =YHJSS At A FAHATE MAE ZZAHE T30
AzA AP GEAHHEE AE F Ao
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