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Enterovirusest picornaviridae®] envelope7t Q1E ©d 712l RNA ulolg] A Abgo]
FEE SFoly FE EU-AT e AF-BFHEF7) Z2E B9 Al AR Agd
t}. Enteroviruses€ Vero, BGM, RD @ HEp-2 A EFd A fEEHITHr JeEd AL
RT-PCR3}o 436 bpE WEhd Zo] et IR AATF A 925t Sequencings &3l
vlol# 2 & #9135ttt #2819 EnterovirusE A A 4777 % Echovirus 78 13, 303 373
Coxsackievirus A16% 17, B2¥8 17, Enteroviruses untypable 1712.2 % 771(1.5%)¢] 9t}

H44 Egtolgl e AEH Gfol MAAEY BEE 53] Noroviruse 21 F07)d
3 Bt Noroviruse nested RT-PCRE Rotavirus, Adenovirus, Astrovirus®s &4
H (Enzyme immunoassay)& €31 #<1g 27 1,3427 % Norovirus 1227, Rotavirus 1683,
Adenovirus 237, Astrovirus 5073 2.2 & 3637(27.0%)°] ¥ 5ok
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